Supplementary Figure S3. Sequences of constructs and primers

1) Secretable EGFRxCD3 BiTE coding sequence
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2) Coding sequences for anti-TNC-CARs

2A) CAR-TNC5

LEADER IgK Murine VL ST2146
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2B) CAR-TNC4

CD8 Leader VL ST2146
atggccttaccagtgaccgceccttgctecctgececgetggecttgectgectccacgeccgeccaggecggac
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3) Sequences of furin-T2A linkers

3A: in EGFRxCD3/TNC5
Furin site linker T2A

_ggcagcggtgagggccgtgggtctctgctaacctgcggggatgtagaggagaacccgggc
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3B: in TNC5/EGFRxCD3

Furin site linker T2A
_ggttcgggcgagggccggggctcgctgctgacctgcggggacgtggaggagaatcccggg
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4) Coding sequence of TNC-TM

HB-EGF Signal Peptide
atgaagctgctgccatctgtggtgctgaagctgtttctggccgccgtgctgtctgcactggttacaggc-
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5) Primer sequences used for gRT-PCR of human TNC mRNA
a) Forward primer
5" - ACTGTGGACGGAACCAAGAC - 3f
b) Reverse Primer

5’ - TGATGTTGGCTGTCACCAGG - 3’



