Supplementary Information 1

#R(ver.4.2.3) scripts
raw_data <- read.csv ("Kishino et al.2024 TableS1.csv", header = T)
data <- subset (raw_data, raw_data $ Die_or_alive=="0")
data $ Ovary_activation_score <- as.factor (data $ Ovary_activation_score)
library (lme4)
library (ordinal)
library (lsmeans)

#Ovary activation score
model1 <- clmm (Ovary_activation_score ~ Social_category + (1 | Subcolony_name), data=data)
emmeans (model1, pairwise ~ Social_category)
#Result
	comparison
	estimate
	SE
	df
	z-ratio
	p-value

	MO-MY
	-3.536
	0.415
	Inf.
	-8.517
	p<0.0001

	MO-PO
	-1.132
	0.437
	Inf.
	-2.589
	p=0.0474

	MO-PY
	-3.078
	0.441
	Inf.
	-6.983
	p<0.0001

	MY-PO
	2.404
	0.371
	Inf.
	6.483
	p<0.0001

	MY-PY
	0.458
	0.348
	Inf.
	1.316
	p=0.5525

	PO-PY
	-1.946
	0.355
	Inf.
	-5.486
	p<0.0001



#Dominance interaction (Attack)
model2 <- glmer (Dominance_interaction_attack ~ Social_category + (1 | Subcolony_name), data = data, family = "poisson")
lsmeans (model2, pairwise ~ Social_category)
#Result
	comparison
	estimate
	SE
	df
	z-ratio
	p-value

	MO-MY
	-3.044
	0.14
	Inf.
	-21.689
	p<0.0001

	MO-PO
	-1.271
	0.335
	Inf.
	-3.792
	p=0.0009

	MO-PY
	-2.696
	0.34
	Inf.
	-7.94
	p<0.0001

	MY-PO
	1.773
	0.307
	Inf.
	5.773
	p<0.0001

	MY-PY
	0.347
	0.312
	Inf.
	1.113
	p=0.6814

	PO-PY
	-1.426
	0.333
	Inf.
	- 4.277
	p<0.0001



#Dominance interaction (Being attacked)
model3 <- glmer (Dominance_interaction_attacked ~ Social_category + (1 | Subcolony_name), data = data, family = "poisson")
lsmeans (model3, pairwise ~ Social_category)
#Result
	comparison
	estimate
	SE
	df
	z-ratio
	p-value

	MO-MY
	-1.6983
	0.0813
	Inf.
	- 20.888
	p<0.0001

	MO-PO
	-0.0389
	0.3116
	Inf.
	- 0.125
	p=0.9993

	MO-PY
	-1.4572
	0.3165
	Inf.
	-4.605
	p<0.0001

	MY-PO
	1.6594
	0.3041
	Inf.
	5.456
	p<0.0001

	MY-PY
	0.2411
	0.3091
	Inf.
	0.78
	p=0.8635

	PO-PY
	-1.4183
	0.3299
	Inf.
	- 4.299
	p<0.0001



#Fat content 
model4 <- glmer (Body_fat_weighed ~ Social_category + offset(log(Dry_mass_weighed)) + (1 | Subcolony_name), data = data, family = "Gamma")
lsmeans (model4, pairwise ~ Social_category)
#Result
	comparison
	estimate
	SE
	df
	z-ratio
	p-value

	MO-MY
	0.916
	0.125
	Inf.
	7.357
	p<0.0001

	MO-PO
	0.35
	0.187
	Inf.
	1.871
	p<0.2405

	MO-PY
	1.254
	0.199
	Inf.
	6.291
	p<0.0001

	MY-PO
	- 0.566
	0.169
	Inf.
	-3.344
	p<0.0046

	MY-PY
	0.338
	0.183
	Inf.
	1.847
	p<0.2511

	PO-PY
	0.904
	0.189
	Inf.
	4.785
	p<0.0001



