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Supplementary Tables
Table S1. Analysis of the mutation profile and clinicopathological characteristics differences between DLBCL-AB and DLBCL-NAB
	
	bulky
	nonbulky
	p value
	OR
	95%CI
	FDR

	
	g1Ref
	g1Mut
	g2Ref
	g2Mut
	pval
	or
	ci.low
	ci.up
	adjPval

	LDH
	8
	21
	7
	3
	0.027
	0.172
	0.023
	0.981
	1

	IPI
	9
	20
	7
	3
	0.06
	0.202
	0.027
	1.136
	1

	DNM2
	29
	0
	8
	2
	0.061
	Inf
	0.571
	Inf
	1


LDH, lactate dehydrogenase; IPI,International prognostic index.


Table S2. Differential analysis of DLBCL-AB with long PFS group and short PFS group 
	
	long_PFS
	short_PFS
	p value
	OR
	95%CI
	FDR 

	
	g1Ref
	g1Mut
	g2Ref
	g2Mut
	pval
	or
	ci.low
	ci.up
	adjPval

	IPI
	8
	7
	1
	13
	0.014
	13.484
	1.358
	705.297
	0.994

	BTG1
	15
	0
	10
	4
	0.042
	Inf
	0.787
	Inf
	0.994

	CD58
	15
	0
	10
	4
	0.042
	Inf
	0.787
	Inf
	0.994

	CDKN2A
	15
	0
	11
	3
	0.1
	Inf
	0.466
	Inf
	0.994

	ETV6
	15
	0
	11
	3
	0.1
	Inf
	0.466
	Inf
	0.994

	KDM5A
	15
	0
	11
	3
	0.1
	Inf
	0.466
	Inf
	0.994

	BCL7A
	11
	4
	14
	0
	0.1
	0
	0
	1.484
	0.994


IPI,International prognostic index.

Table S3. Univariate analysis of prognosis in DLBCL-AB group 
	
	HR(95%CI)
	p value
	Mutation number

	
	HR.95..CI
	Logrank_pval
	

	IPI
	9.388(1.228～71.762)
	0.009
	20

	ETV6
	6.512(1.7～24.937)
	0.002
	3

	CDKN2A
	5.898(1.52～22.882)
	0.004
	3

	KDM5A
	4.182(1.114～15.698)
	0.021
	3

	CD58
	3.147(0.97～10.209)
	0.044
	4


IPI,International prognostic index.


Table S4. Multivariate logistic regression analysis of prognosis in DLBCL-AB group
	subgroup
	No.of patients
	HR(95% CI)
	p value

	IPI
	20
	5.871(0.7205-47.83)
	0.0982

	ETV6
	3
	4.743(1.0425-21.58)
	0.044

	CDKN2A
	3
	4.259(0.9129-19.86)
	0.0652

	KDM5A
	3
	5.074(1.1607-22.18)
	0.0309


IPI,International prognostic index.



Table S5. The median values of metabolic parameters in PET/CT
	
	No.
	SUVmax
	Dmax(cm)
	TMTV40%(mL)
	TLG40%

	DLBCL-NAB
	1
	16.9
	6.54
	32.40
	343.13

	
	2
	30.6
	32.29
	35.70
	340.00

	
	3
	20.2
	7.27
	9.90
	104.97

	
	4
	25.2
	62.9
	37.19
	236.07

	
	5
	25.2
	6.68
	29.72
	219.49

	
	Median
	25.2
	7.271
	32.4
	236.07

	DLBCL-AB
	1
	24
	43.99
	110.6
	1339.69

	
	2
	37.7
	45.07
	918.16
	19136.99

	
	3
	21.5
	60.6
	532.86
	7053.76

	
	4
	23.9
	10.31
	413.50
	7289.13

	
	5
	20.5
	51.43
	1803.92
	25303.8

	
	Median
	23.9
	45.07
	532.86
	7289.126





Table S6. Enrichment analysis of differential metabolic pathways between DLBCL and HC group
	pathway
	Total
	Expected
	Hits
	Raw p

	Valine, leucine and isoleucine biosynthesis
	8
	0.087742
	2
	0.003051

	Nicotinate and nicotinamide metabolism
	15
	0.16452
	2
	0.010936

	Aminoacyl-tRNA biosynthesis
	48
	0.52645
	3
	0.013971

	Sphingolipid metabolism
	21
	0.23032
	2
	0.021042

	Pyruvate metabolism
	22
	0.24129
	2
	0.022998

	Glyoxylate and dicarboxylate metabolism
	32
	0.35097
	2
	0.046309

	Glycine, serine and threonine metabolism
	33
	0.36194
	2
	0.048981

	Synthesis and degradation of ketone bodies
	5
	0.054839
	1
	0.053717

	Glycerophospholipid metabolism
	36
	0.39484
	2
	0.057331

	Ascorbate and aldarate metabolism
	8
	0.087742
	1
	0.084631

	Taurine and hypotaurine metabolism
	8
	0.087742
	1
	0.084631





Table S7. Enrichment analysis of differential metabolic pathways in DLBCL-NAB group compared with the DLBCL-AB group and the HC group
	
	Total
	Expected
	Hits
	Raw p

	Glycerophospholipid metabolism
	36
	0.37161
	3
	0.005238

	Citrate cycle (TCA cycle)
	20
	0.20645
	2
	0.017038

	Pyruvate metabolism
	22
	0.2271
	2
	0.020467

	Pentose phosphate pathway
	22
	0.2271
	2
	0.020467

	Glyoxylate and dicarboxylate metabolism
	32
	0.33032
	2
	0.041386




Table S8. Enrichment analysis of differential metabolic pathways in DLBCL-AB group compared with the DLBCL-NAB group and the HC group
	
	Total
	Expected
	Hits
	Raw p

	Synthesis and degradation of ketone bodies
	5
	0.032258
	2
	0.000371

	Butanoate metabolism
	15
	0.096774
	2
	0.003763

	Galactose metabolism
	27
	0.17419
	2
	0.012069

	Linoleic acid metabolism
	5
	0.032258
	1
	0.031885

	Aminoacyl-tRNA biosynthesis
	48
	0.30968
	2
	0.036071

	Valine, leucine and isoleucine biosynthesis
	8
	0.051613
	1
	0.050574













Supplementary Figures
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Figure S1. Workflow of the study: Genetic drivers identification and metabolic differential analysis in DLBCL-AB
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Figure S2. The inclusion/exclusion criteria for patients included in the study
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58 DLBCL patients with target lesions located in
abdominal lymph nodes and obtained pathological
tissue; All participants were recruited between January
1st, 2013 and December 31st, 2023 at Harbin Medical
University Cancer Hospital.

23 untreated DLBCL patients with target lesions located in
abdominal lymph nodes and 14 healthy control subjects
were enrolled. All participants were recruited between
January 1st, 2022 and December 31st, 2023 at Harbin
Medical University Cancer Hospital.

l

All patients received first-line standard R-CHOP

chemotherapy, and had detailed prognostic information.

Peripheral blood samples were obtained before treatment in

all patients.

Exclusion criteria (n=19)

(1) Without complete treatment and prognosis
data or lost contact;

(2) Lack of required clinicopathological factors
for analysis; f—
(3) Unqualified archived tumor tissue specimens;
(4) Death from causes unrelated to cancer or
antineoplaston;

(5) With or ever suffered from the second tumors.

Exclusion criteria (n=4)

(1) Without complete medical history data or lost
contact;

(2) Unqualificd blood samples;

(3) With or ever suffered from the second tumors;
(4)Taking medicine adrenal cortical hormones
after the diagnosis of disease.

29 DLBCL-AB patients and 10 DLBCL-NARB patients.
included in the subsequent NGS analysis.

6 DLBCL-AB patients, 13 DLBCL-NAB patients and 14
healthy control subjects included in the subsequent analysis

of metabolic differences.





