	TargetScan Predicted Interactions for hsa-miR-331-3p

	GENE
	Context Score

	CACNG8
	-0.757

	MAP4K2
	-0.426

	MAP2K7
	-0.736

	FGF11
	-0.425

	CACNB1
	-0.852

	DUSP5
	-0.563

	TNF
	-0.407

	CACNA1D
	-0.630
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