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[image: ]Supplementary Figure S1: Barplot indicating the number of sequences recovered from soil samples collected in Free state and Mpumalanga province, South Africa 
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Supplementary Figure S2: Rarefaction curves of 16S rRNA genes recovered from soil samples collected in Free state and Mpumalanga province, South Africa
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Supplementary Figure S3: Random Forest importance plot of the top 15 genus with the highest importance in till and non-till soil from Mpumalanga province. Features with at least 10 reads and with a minimum prevalence of 10% across samples were included. Data was further transformed to centered log ratio (CLR) before applying the Random Forest classification algorithm
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