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	SNP
	Gene/locus
	Association (CAD, CIMT, CP)
	Ref.
	Remarks

	rs4977574
	CDKN2A/B, ANRIL
	CAD
	1
	

	rs12526453
	PHACTR1
	CAD
	1
	

	rs9818870
	MRAS
	CAD
	1
	rs9818870 is an almost perfect proxy for rs2306374 (from ref. 1) in European populations (D’=1.0, R2=0.984). rs9818870 may have the functional influence on miRNA-mediated control of gene expression [3]

	rs6725887
	WDR12
	CAD
	1
	

	rs10455872
	LPA
	CAD
	1,4
	Minor allele frequency (MAF) of rs3798220 (from ref. 1) 0.01 in European populations – substituted by another LPA SNP associated with CAD rs10455872 (MAF=0.07) [4]

	rs11556924
	ZC3HC1
	CAD
	1
	

	rs646776
	SORT1
	CAD
	1,5
	Both rs646776 and rs599839 are in strong linkage disequilibrium (r2 = 0.98) but rs646776 showed slightly stronger protective effect on CAD (OR = 0.315 vs. OR = 0.422, respectively) [5]

	rs11206510
	PCSK9
	CAD
	1
	

	rs12190287
	TCF21
	CAD
	1
	

	rs17114036
	PPAP2B
	CAD
	1
	

	rs17465637
	MIA3
	CAD
	1
	

	rs17609940
	ANKS1A
	CAD
	1
	

	rs1746048
	CXCL12
	CAD
	1
	

	rs3825807
	ADAMTS7
	CAD
	1
	

	rs12936587
	RASD1, SMCR3, PEMT
	CAD
	1
	

	rs579459
	ABO
	CAD
	1
	

	rs2895811
	HHIPL1
	CAD
	1
	

	rs1122608
	LDLR
	CAD
	1
	

	rs12413409
	CYP17A1, CNNM2, NT5C2
	CAD
	1
	

	rs9982601
	MRPS6
	CAD
	1
	

	rs4773144
	COL4A1, COL4A2
	CAD
	1
	

	rs46522
	UBE2Z, GIP, ATP5G1, SNF8
	CAD
	1
	

	rs216172
	SMG6, SRR
	CAD
	1
	

	rs964184
	ZNF259, APOA5-A4-C3-A1
	CAD
	1
	

	rs3184504
	SH2B3
	CAD
	1
	Excluded from the analysis because of the low genotyping success rate

	rs11781551
	ZHX2
	CIMT
	2
	

	rs1878406
	EDNRA
	CP
	2
	

	rs17398575
	PIK3CG
	CP
	2
	

	rs6601530
	PINX1
	CIMT
	2
	

	rs445925
	APOC1
	CIMT
	2
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