Table S1.  Means, standard deviations (S.D.), and standard errors of the mean (S.E.) of NPTII ELISA readings of triplicate samples of WT Crocus and T2 progeny derived from 1CR1.  Triplicate samples are in columns.*
	WT
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12
	13

	0.109
	0.120
	0.096
	0.128
	0.124
	0.118
	0.155
	0.130
	0.090
	0.097
	0.109
	0.106
	0.111
	0.082

	0.098
	0.115
	0.097
	0.109
	0.108
	0.112
	0.167
	0.133
	0.086
	0.104
	0.095
	0.116
	0.117
	0.097

	0.098
	0.105
	0.095
	0.117
	0.094
	0.116
	0.123
	0.158
	0.129
	0.179
	0.135
	0.109
	0.141
	0.117

	Mean 0.101
	 0.113
	 0.096
	 0.118
	 0.109
	 0.115
	 0.148
	 0.140
	 0.101
	 0.127
	 0.113
	0.110
	0.123
	 0.099

	S.D.

0.006
	0.008
	0.001
	0.009
	0.015
	0.003
	0.023
	0.015
	0.023
	0.045
	0.020
	0.005
	0.016
	0.018

	S.E. Mean

0.004
	0.004
	0.001
	0.006
	0.009
	0.002
	0.013
	0.009
	0.013
	0.026
	0.012
	0.003
	0.009
	0.010

	 -
	+
	 -
	+
	 +
	+
	+
	+
	-
	+
	+
	+
	+
	-


*ELISA readings were analyzed by Hsu’s multiple comparisons at the 95% confidence level, compared to the largest mean (Family error rate = 0.05; Critical value = 2.67),
and those that were not significantly different were selected for further analysis.  ELISA readings that were statistically less than the first group, including the WT control, are shaded.
