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cellular protein metabolic process

translational elongation

cellular metabolic process

protein metabolic process

intracellular transport

cellular macromolecule metabolic process
cellular biopolymer metabolic process

translation

modification-dependent protein catabolic process
modification-dependent macromolecule catabolic process
cellular protein catabolic process

regulation of protein metabolic process
proteolysis involved in cellular protein catabolic process
generation of precursor metabolites and energy
cellular macromolecule catabolic process
ubiquitin-dependent protein catabolic process
metabolic process

oxidative phosphorylation

macromolecule metabolic process

cellular biopolymer catabolic process
establishment of localization in cell

protein transport

cellular localization

establishment of protein localization

biopolymer metabolic process

regulation of cellular protein metabolic process
protein localization

intracellular protein transport

macromolecule localization

cellular protein localization

proteasomal ubiquitin-dependent protein catabolic process
proteasomal protein catabolic process

organelle organization

phosphate metabolic process

cellular macromolecule localization

phosphorus metabolic process

cellular catabolic process

RNA splicing

primary metabolic process

cellular respiration

RNA splicing, via transesterification reactions

RNA splicing, via transesterification reactions with bulged adenosine
as nucleophile

nuclear mRNA splicing, via spliceosome
vesicle-mediated transport

regulation of actin polymerization or depolymerization
post-translational protein modification

electron transport chain

regulation of actin filament polymerization

protein modification process

cellular process

regulation of protein complex assembly

regulation of actin filament length

phosphorylation

mRNA metabolic process

positive regulation of ubiquitin-protein ligase activity
mMRNA processing

energy derivation by oxidation of organic compounds
cellular macromolecular complex subunit organization
positive regulation of ligase activity

biopolymer modification

cellular macromolecular complex assembly

macromolecular complex subunit organization

positive regulation of ubiquitin-protein ligase activity during mitotic
cell cycle

cellular component organization

mitochondrial ATP synthesis coupled electron transport

ATP synthesis coupled electron transport

macromolecular complex assembly

protein modification by small protein conjugation or removal
regulation of protein polymerization

negative regulation of cell death

Golgi vesicle transport

respiratory electron transport chain

interspecies interaction between organisms

regulation of ubiquitin-protein ligase activity during mitotic cell cycle
protein modification by small protein conjugation

negative regulation of programmed cell death

anti-apoptosis

negative regulation of apoptosis

negative regulation of protein complex assembly

regulation of ubiquitin-protein ligase activity

actin cytoskeleton organization

posttranscriptional regulation of gene expression

RNA processing

negative regulation of ubiquitin-protein ligase activity during mitotic
cell cycle

protein targeting
macromolecule catabolic process

regulation of ligase activity

anaphase-promoting complex-dependent proteasomal ubiquitin-
dependent protein catabolic process

regulation of actin cytoskeleton organization
mitochondrial electron transport, NADH to ubiquinone
transport

negative regulation of ubiquitin-protein ligase activity
negative regulation of ligase activity

negative regulation of protein polymerization

protein ubiquitination

establishment of localization

negative regulation of actin filament polymerization
cellular component biogenesis

regulation of actin filament-based process

actin filament-based process
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