
0  5  10  15  20  25  30  35  40  45 

p53 binding 

oxidoreductase ac7vity, ac7ng on sulfur group of donors 

proteasome regulator ac7vity 

spectrin binding 

eukaryo7c ini7a7on factor 4E binding 

RS domain binding 

7S RNA binding 

ac7n filament binding 

oxidoreductase ac7vity, ac7ng on diphenols and related substances as 
donors, cytochrome as acceptor 

ubiquinol‐cytochrome‐c reductase ac7vity 

primary ac7ve transmembrane transporter ac7vity 

P‐P‐bond‐hydrolysis‐driven transmembrane transporter ac7vity 

an7gen binding 

heme‐copper terminal oxidase ac7vity 

oxidoreductase ac7vity, ac7ng on heme group of donors, oxygen as 
acceptor 

oxidoreductase ac7vity, ac7ng on heme group of donors 

cytochrome‐c oxidase ac7vity 

beta‐tubulin binding 

oxidoreductase ac7vity 

transcrip7on corepressor ac7vity 

protein heterodimeriza7on ac7vity 

phosphatase ac7vity 

phosphoprotein binding 

nucleic acid binding 

ribosome binding 

ac7n binding 

protein kinase C binding 

protein C‐terminus binding 

peroxiredoxin ac7vity 

protein dimeriza7on ac7vity 

cytoskeletal protein binding 

transcrip7on coac7vator ac7vity 

pep7de disulfide oxidoreductase ac7vity 

protein transporter ac7vity 

ubiqui7n protein ligase binding 

single‐stranded DNA binding 

unfolded protein binding 

phosphoprotein phosphatase ac7vity 

ribonucleoprotein binding 

hydrogen ion transpor7ng ATP synthase ac7vity, rota7onal 
mechanism 

lamin binding 

protein serine/threonine phosphatase ac7vity 

purine nucleo7de binding 

binding 

protein domain specific binding 

hydrolase ac7vity, ac7ng on acid anhydrides 

hydrolase ac7vity, ac7ng on acid anhydrides, in phosphorus‐
containing anhydrides 

pyrophosphatase ac7vity 

ribonucleo7de binding 

purine ribonucleo7de binding 

iden7cal protein binding 

threonine‐type endopep7dase ac7vity 

threonine‐type pep7dase ac7vity 

proton‐transpor7ng ATPase ac7vity, rota7onal mechanism 

rRNA binding 

nucleoside‐triphosphatase ac7vity 

protein kinase binding 

inorganic ca7on transmembrane transporter ac7vity 

kinase binding 

ca7on‐transpor7ng ATPase ac7vity 

guanyl ribonucleo7de binding 

guanyl nucleo7de binding 

structural molecule ac7vity 

transcrip7on cofactor ac7vity 

GTP binding 

transla7on ini7a7on factor ac7vity 

monovalent inorganic ca7on transmembrane transporter ac7vity 

cataly7c ac7vity 

mRNA binding 

transcrip7on factor binding 

ligase ac7vity 

transla7on factor ac7vity, nucleic acid binding 

hydrogen ion transmembrane transporter ac7vity 

transla7on regulator ac7vity 

ubiqui7n‐protein ligase ac7vity 

nucleo7de binding 

GTPase ac7vity 

ligase ac7vity, forming carbon‐nitrogen bonds 

enzyme binding 

acid‐amino acid ligase ac7vity 

small conjuga7ng protein ligase ac7vity 

NADH dehydrogenase (quinone) ac7vity 

NADH dehydrogenase ac7vity 

NADH dehydrogenase (ubiquinone) ac7vity 

oxidoreductase ac7vity, ac7ng on NADH or NADPH 

oxidoreductase ac7vity, ac7ng on NADH or NADPH, quinone or similar 
compound as acceptor 

structural cons7tuent of ribosome 

RNA binding 

protein binding 

‐log p‐value 

G
O
 M

ol
ec
ul
ar
 F
un

c2
on

 C
at
eg
or
y 

GO Molecular Func2ons 

Whole Blood  GLOBINclear 


