Supplement:
Generalised Additive models used:
Species richness = Species richness ~ Vector Ruggedness Measure + Depth, family = poisson(link = identity))
H’  = H’ ~ Vector Ruggedness Measure + Depth*, family = gaussian (link = log))
Total abundance = Total abundance ~ Vector Ruggedness Measure + Depth, family = gaussian(link = log))
Fish abundance = Fish abundance ~ Vector Ruggedness Measure, family = gaussian(link = log))

*Depth for H’ GAM was fitted using a tensor spline (specifically a cubic regression spline) in order to reduce overfitting. All others were fitted with a thin plate regression spline. 



	ESM table 1. Significance of smooth terms for Species richness GAM including sub-transect length (Species richness = VRM + Depth + sub-transect length). *** p<0.001 *p<0.05

	Variable
	edf
	Ref.df
	Chi.sq
	p-value

	VRM
	2.244
	2.812
	16.892
	0.000708***

	Depth
	4.491
	5.439
	10.904
	0.048456*

	Sub-transect length
	1
	1
	2.067
	0.150495





ESM1. Relationship between vector ruggedness measure and scale of neighbourhood size. Black circles depict transects that have more than 15% coral cover (both living and dead), with individual sub-transects and groups annotated with coral cover (%).

ESM2. Variogram outputs from fitted GAM model of univariate indices. If spatial autocorrelation existed within the model, an upward trend would be observed at low distances. Despite the potential of spatial autocorrelation in our survey design (continuous sub-transects), the inclusion of Depth as a variable which is strongly linked with latitude, likely accounted for this in the model. 
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ESM3. Generalised linear model fitted outputs of square root transformed Lepidion eques and Helicolenus dactylopterus density. Depth was included but was deemed non-significant. 

ESM4. Dendrogram of sub-transect communities based on group average similarity.




