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Fig. S1. Phylogenetic analysis of GFPs and RFPs in stony corals. This phylogeny was built using IQ-tree with the results of nonparametric bootstrap analysis (1000 replicates) shown at the branch nodes. Values near the tree tips were deleted to aid visualization. GFPs and RFPs were used to root each other in this tree. The location of the characterized plobRFP from P. lobata is shown. 

Fig. S2. Cladogram of Porites strains and species from worldwide locations built using the host animal 18S-28S rDNA sequence. The sampling locations and putative species designation are shown with the outer and inner rings, respectively (see legends). Species of Galaxea and Siderastrea were used to outgroup-root this phylogeny. This is an IQ-tree with bootstrap support values calculated (see legend) using 1000 bootstrap replicates and 1000 SH-like approximate likelihood ratio test replicates.

Fig. S3. Phylogram of Porites strains and species from worldwide locations built using the host animal 18S-28S rDNA sequence. The sampling locations and putative species designation are shown with the outer and inner rings, respectively (see legends). Species of Galaxea and Siderastrea were used to outgroup-root this phylogeny. This is an IQ-tree with bootstrap support values calculated (see legend) using 1000 bootstrap replicates and 1000 SH-like approximate likelihood ratio test replicates.

Fig. S4. RFP-like patterns of Porites colonies. a) RFP results for the same colonies shown in Figure 2 (GFP analyses). b) Areas of higher RFP-like fluorescence that are putatively undergoing regrowth or wound healing. The order of images for the sample from left to right is white light, GFP-like, and RFP-like.

Fig. S5. GFP abundance in thermal stress Porites lobata. For each treatment (n=6) blue represents the control fragments, and orange, the heat treated samples. The timepoints are presented on the x-axis and log2 transformed abundance is presented on the y-axis. The boxes show the interquartile range, the whiskers represent maximum and minimum values, and each sample is shown as a coloured point.
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