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Supplementary Table 1. Information for detecting the WRKY40-binding promoter sequences by PCR in the chromatin immuno-precipitation assay (ChIP) with the antibody against the truncated WRKY40N and by gel shift assay (GSA)

pWRKY18-1: forward primer 5’- GAAGAGGATATAAAGGGAAC -3’ and reverse primer 5’- CGAAAAATCAATAATTTCGGC -3’.
Location: -1171 – -1065.

Sequence (107bp):

GAAGAGGATATAAAGGGAACACAGATCCTACATATTGAAATTTATGTATGACGTCCAAATTTTTCTTCAGCATGGGACACTGCCCCGCCGAAATTATTGATTTTTCG

pWRKY18-2: forward primer 5’- GTACCACCTAACAGTGACT -3’ and reverse primer 5’- TACGATGAAGGTGACAAA -3’.
Location: -904 – -734.

Sequence (171bp):

GTACCACCTAACAGTGACTAAAGCAGAATAAATTACGATTCGTATACAACAAAGTATTCAAATTTCTAAATGTGGATATATTATTGATTTTATTTTGGGAAACATGTTTATGATAATCACCTATATCTCCTCTATAGTCTACTAGAAACGATATTTGTCACCTTCATCGTA

pWRKY18-3: forward primer 5’- TTTCATTTTCGTTAAAGCTC -3’ and reverse primer 5’- TTCGGTCACAAGTTGGTC -3’.
Location: -311 – -67.

Sequence (245bp):

TTTCATTTTCGTTAAAGCTCTTTTATTAAAAACTTAATCACAACAAATTTATTAATCTTAAATTTGACCTTAGGATAAAATTTATATATTAATCTTATATCTGTTATACATTAAATAAACTTTAATTTCTGCGCAACAAACTAATTTATTATTTATTTCTTGTCTCTGTCTTTGTAGTTTTAGTATAAATAAAGCCATTTTGCTCCGAGGAACTTCTCATTCAGTCGGACCAACTTGTGACCGAA
pWRKY40-1: forward primer 5’-AGCCGTGTGGGCTTGACTTTG-3’ and reverse primer 5’-CTATTTGTGAATTAATTAGCACG-3’.
Location: -1098 – -921.

Sequence (178bp):

AGCCGTGTGGGCTTGACTTTGACCGAACAAGGCACACGTATACATCTAGTACTACTGAAGAAATCTCTCATTAGAACGCAAACCACGTTCCGCACACTCTTAATATACTATTAGTCTATTACTATCACCAACTAGTTGTCATTTTTTTTGTCAAACGTGCTAATTAATTCACAAATAG

pWRKY40-2: forward primer 5’-CCATTTCTTTTATCCCAC-3’ and reverse primer 5’-CATCTTAGATTTTTCAGAC-3’.
Location: -855 – -724.

Sequence (132bp):

CCATTTCTTTTATCCCACATGTCATTTGTAGTCCTGATTTTATGACTTTATGCATCAAGTTATCTTTTTTTTTGTCACTCCATGCATCAAGTTATCTAAACAACATAATTATTGTCTGAAAAATCTAAGATG

pWRKY40-3: forward primer 5’-AAGCAACTAACCCGACAG-3’ and reverse primer 5’-CGTATTTGGTCCAATCTTT-3’.

Location: -555 – -335.

Sequence (221bp):

AAGCAACTAACCCGACAGAAATGTCAACCAACTATCCAAAATGAAAAACAAACGTGGAGAGCGTCATATTATTAGTAGGCCAATCACACACCAAATGTTTGTTTAACAAAAAAAATAAGAATGTCAACCAACTATCCAAAATTAAAATCAAGAATACATTTCATATGTTTCCAATATGTTTTTCTTAAACAAAATTGGGACTAAAGATTGGACCAAATACG
pWRKY60-1: forward primer 5’- TTCCTCACATCCCTAACC -3’ and reverse primer 5’- GAGATAATCAAAGCTCCAAA -3’.
Location: -1305 – -1049.

Sequence (257bp):

TTCCTCACATCCCTAACCAACTTGACAATTCGAATAATGGTTGTGTCTAAATTTATCAACTCAAGTTTTGAGATTGTTGGCTTATAGTATGAAAATTCTAATCCTGCAACTAGTTTATTTACAACATTTTTTCTTTGTTTAATGAGTTCTTGATTTTATACAGTTTAGTGTTTATGAGCTTTTCTTCTTAAGCCTCTGTTTCCATAGTTTATATCTTAATACGTGTTTTCTCTTTCTTTTGGAGCTTTGATTATCTC

pWRKY60-2: forward primer 5’- AGTGTTTATGAGCTTTTC -3’ and reverse primer 5’- TACCTACATTTAGTTGCA -3’.
Location: -1139 – -843.

Sequence (297bp):

AGTGTTTATGAGCTTTTCTTCTTAAGCCTCTGTTTCCATAGTTTATATCTTAATACGTGTTTTCTCTTTCTTTTGGAGCTTTGATTATCTCTTTTAAACTATGTTTTCGAAGATATCTTTGTTTTCTGCCGGTTTTGTAAGATCGGAAAATATATTTTTATTTTATAATATTAATAAAAAAGATGACAAAACAAAAAATAATGATTTTCTTTCAAACTTAATGAACATAAAAAAAAGGGAAACGAAATCTTATTTTGCCTAGCTGACATAATTAACTAATGCAACTAAATGTAGGTA

pWRKY60-3: forward primer 5’- GGGCATAGTCAATGGGTC -3’ and reverse primer 5’- TTGGCTTGCATCGTAAAT -3’.
Location: -793 – -560.

Sequence (234bp):

GGGCATAGTCAATGGGTCAAGTCAAGCGAAAGTTGGTCTGGATCTTACAATGCAACTTAATGTAAAGTACTCATTTTTCTTCGACATGGGACATCCGCCGAAATTGTTGATTTTTGATCCATCTTTACACTTGTTTTCTCCGATTACAACAAAACATAACAATTCGACTACGATTTAACACCTAACCTTTTTAATTTTTTAGGACACGCATTTAGTATTTACGATGCAAGCCAA
pWRKY60-4: forward primer 5’- ACGATTTAACACCTAACC -3’ and reverse primer 5’- TGTAATTCTAATTGTGCC -3’.
Location: -624 – -375.

Sequence (250bp):

ACGATTTAACACCTAACCTTTTTAATTTTTTAGGACACGCATTTAGTATTTACGATGCAAGCCAACAAATTTAATCCAACGTATTAAACACAACTTGCTTTTTGTCAATACGTATTAAATTAAATAGTTTTCTTGCAATTTTTGTTTACACATTTCATTAGTATTGTTTTTTTCCAATATTTTTGTTTCTATGTTCAATCACTATCATATGCATAATACACATTATAATTTTGGCACAATTAGAATTACA
pWRKY60-5: forward primer 5’- CACCCAAATCGTCAACCT -3’ and reverse primer 5’- CAGGAGCCAATTTAATGTA -3’.
Location: -160 – -14.

Sequence (147bp):

CACCCAAATCGTCAACCTTCTCATAATTGACAAGTTATTACACTCTCTCCACTTACTAGTTACTATAAAACCAAAGGAGACCAAATCTCTTAGCAATTATGAATTTGGTCTTCGCTATAATCTCACGTTACATTAAATTGGCTCCTG
The prefix p to gene name indicates fragmented promoter of the gene; Location, the fragment location site relative to the start code ATG; Sequence, the sequence amplified by PCR using the presented primer pair (with the W-box indicated in RED). The primer pairs in PINK indicate that positive results by PCR were obtained with the primer pairs. The sequences for further testing WRKY18-, WRKY40-, and WRKY60-promoter binding by GSA are double underlined.

