

Table S1. Clinicopathological characteristics for pRCC patients in dependence of TROP-2 expression. 
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[image: ][image: ]Figure S1. ROC curve analyses demonstrating the strong diagnostic potential of TROP-2. 
[bookmark: _GoBack]Figure S2. Spearman correlation and linear regression analyses between TROP-2 mRNA, serum protein levels, and the H-score. Strong positive correlations between TROP-2 mRNA levels and membranous expression, as well as between TROP-2 serum protein levels and H-score, with Spearman coefficients of 0.70 (p=0.0003, R2=0.58), and 0.78 (p=0.0001, R2=0.52). 
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pRCC TROP-2" pRCC TROP-2*

Clinicopathological parameters n=2 (9.1%) 020 (90.9%) p-value
Age (years) 0.069"
Median 77.5 64.0
IQR 77.0-78.0 54.4-71.5
Sex >0.999°¢
Female, n (%) 0(0.0) 3(15.0)
Male, n (%) 2 (100.0) 17 (85.0)
T-stage 0.002*
pT1, n (%) 0(0.0) 17 (85.0)
pT2, n (%) 1(50.0) 3(15.0)
pT3, n (%) 1(50.0) 0(0.0)
N-stage® >0.999°¢
N-, n (%) 2(100.0) 18 (90.0)
N+, n (%) 0(0.0) 2 (10.0)
M-stage® >0.999°¢
M-, n (%) 2(100.0) 19 (95.0)
M+, n (%) 0(0.0) 1(5.0)
Fuhrman grading NE
G1, n (%) 1(50.0) 8(40.0)
G2, n (%) 1(50.0) 8(40.0)
G3, n (%) 0(0.0) 4(20.0)
G4, n (%) 0(0.0) 0(0.0)
Gx, n (%) 0(0.0) 0(0.0)
Locally or advanced 0.259°
pT1/pT2 NO MO, n (%) 1(50.0) 18 (90.0)
pT3/pT4 and/or N1 and/or M1, n (%) 1(50.0) 2 (10.0)

Legend: IQR, interquartile rate; (°) at time of renal surgery; LN, Lymph Node; NE, Not Evaluable; N-,
Lymph Node status unknown or tumor cells absent from regional lymph nodes; N+, Regional Lymph

Node metastasis present; M-. No Evidence of Metastatic disease; M+. Evidence of Metastatic disease; (°)
Mann-Whitney test; () Fisher’s exact test; (*) Chi-square test
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