
1Subgrouping by gene expression profiling, nanoString, or DNA methylation profiling
2as assessed by CTNNB1 immunohistochemistry AND either CTNNB1 mutation status or methylation/gene expression subgrouping
3as assessed by either Novartis gene signature or methylation/gene expression/nanoString subgrouping. In infants, desmoplasia/extensive nodularity appears to be largely overlapping with SHH activation.
4as assessed by immunohistochemistry (>10% positive cells), in case of positivity verified by Sanger sequencing of exons 5-9.
[bookmark: _GoBack]5e.g. chemotherapy without alkylating agents
6Consider SMO inhibitor in case of relapse
7consider stratifying all group 3 infants high risk independent of additional variables
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