
Online Resource 11. ARNT2 expression correlates with the tumorigenic/stem signature of glioblastoma cells 
at the single-cell level. 
Correlation circle from PCA analysis showing stem signature gene expression correlation with F1 and F2 principal 
components. Analysis performed with transcriptome data from Patel and colleagues (Patel et al., 2014), which gathers 
transcriptome profiles derived from RNA-seq of 254 cells sampled from 5 distinct patients’ glioblastoma. 
See Online Resource 10 for the list of the signature’s components.
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Changes in chromatin state reveal ARNT2 at a node of a tumorigenic transcription factor signature driving glioblastoma 
cell aggressiveness.  
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