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	Sample ID
	Type
	Age of patient at sample collection
	Tumour content 
(% nuclear)
	Glial reactive tissue
	Wet keratin
	CTNNB1 mutation
	CTNNB1 RNA mutation allele frequency (%)

	JA002a
	ACP
	10yrs
	60
	Yes
	Prominent
	Ser37Phe
	25

	JA004a
	ACP
	10yrs
	40
	Yes
	Minimal
	Ser37Phe
	16

	JA005b
	ACP
	13yrs
	60
	Yes
	Minimal
	Nob
	0

	JA008
	ACP
	8yrs
	60
	NA
	Prominent
	Gly34Arg
	27

	JA009
	ACP
	13yrs
	90
	NA
	Prominent
	Ser37Phe
	48

	JA010
	ACP
	13yrs
	40
	Yes
	None
	Asp32Gly
	6

	JA011c
	ACP
	15yrs
	20
	Yes
	Minimal
	Gly34Argc
	5c

	JA013
	ACP
	8yrs
	90
	No
	None
	Thr31Ile
	47

	JA014
	ACP
	3yrs
	90
	No
	None
	Ser45Phe
	42

	JA020
	ACP
	7yrs
	70
	Yes
	None
	Ser37Phe
	9

	JA023
	ACP
	16yrs
	90
	No
	Prominent
	Thr31Ile
	41

	JA026
	ACP
	3yrs
	90
	No
	Prominent
	Gly34Arg
	37

	JA029
	ACP
	8yrs
	70
	Yes
	Prominent
	Gly34Glu
	13

	JA030
	ACP
	2yrs
	90
	No
	None
	Gly34Glu
	42

	JA036
	NFPA
	adult
	0
	NA
	None
	No
	0

	JA037
	NFPA
	adult
	0
	NA
	None
	No
	0

	JA038
	NFPA
	adult
	0
	NA
	None
	No
	0

	JA051
	ACP
	50yrs
	80
	Yes
	None
	Ser33Cys
	36

	JA053
	ACP
	8.8yrs
	80
	No
	Prominent
	Asp32Arg
	41

	JA054
	ACP
	13.1yrs
	NA
	NA
	NA
	Asp32Tyr
	13

	JA056
	ACP
	8.4yrs
	80
	No
	Prominent
	Ser33Cys
	36

	JA058
	Fetal Pituitary
	 21/40 GA
	0
	No
	None
	No
	0

	JA059
	Fetal Pituitary
	21/40 GA
	0
	No
	None
	No
	0

	JA060
	Fetal Pituitary
	21/40 GA
	0
	No
	None
	No
	0


 ACP: Adamantinomatous craniopharyngioma; NFPA: Non-functioning pituitary adenoma; GA: Gestational age; NA: Not assessed.
a: JA002 and JA004 were two separate samples collected from one tumour in the same surgery. b: CTNNB1 mutation not detected by RNA sequencing or targeted next generation sequencing. c: CTNNB1 mutation not detected by RNA sequencing but detected by targeted next generation sequencing of DNA of adjacent frozen tumour sample. 
