Transcriptomic and epigenetic dissection of spinal ependymoma (SP-EPN) identifies
clinically relevant subtypes enriched for tumors with and without NF2 mutation
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SP-EPN Suppl Fig 1
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SP-EPN Suppl Fig 2

19N08YIYL @&
99pB1y

116

sk1Lppbiy

15

Buiposuou

2926 )

S] ds
m:y_wwm:o&.

S} no e
m:wwmm.__ow °

86161y

186161y o@

961017 @
SIDSBLSIH@-
+26LIAL®

,8/LNO®
SJE9LNeT @

LLpu9e
SrLALQ
SjeeLsho®

SJZTLIBA
L)

18p6LLaUd

Csppdile

$J299)
Rbie—
«8ENIO

LZENO®

-

NM_000268

SP-EPN
(n=51)

Ala395fs
mw__amm.
@ Thr368ins
@ Glu366fs

) eussifs
gt
ys343fs
'@»,@wﬁ .
®Gu327"
@Val2825fs
@ lle264fs

Arg262*

® © Asnzsass
@ Thr251fs
rg249fs
eu241Arg

® V236G
@'noncoding
®\Val219Met
Qcin212*
®Leu208Pro
®Arg198*

Arg196*

00 Arg196fs

u182*
eu176fs
®Pro170fs

Phe162fs
0@ Gly161*
®Asp154Asn

Schwanomma
(n=102)

@ NONSENSE

schwannomatosis

NF2-related
@ Sporadic tumor or

e

M family

. B41 Band 4.1 homologues
D FERM_C_ERM FERM domain C-lobe/F3 of the ER!

w
%]
F4
w
73
]
=

®

z
]
=
w
]
o
a
w
s
<
"4
w
=

. IN-FRAME INSERTION

germline status not available

. INTRONIC/ SPLICE SITE

Type of mutation

. Inframe deletion

Inframe insertion

n
Missense
Nonsense

|
B o
[ |
|

1.00

0.00

‘Sporadic tumors or germline status NA

p=0.024

:

2000

feoe

o

foeceos ool
(0]

SP-EPN

SP-EPN
(n=8)

(n=43)

(n=71)

(n=31)

Schwannoma ~ SP-EPN

SP-EPN

Schwannoma

1500
1000

uoibas Buipoo uonisod apioajNN

(n=43)

(n=71)

(n=8)

(n=31)



SP-EPN Suppl Fig 3
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Global methylation analysis of
transcriptional subgroups
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