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Supplementary Figure 1. Quantification of positive cell counts for Ibal (a, g), HLA-DR (b,
h), CD68 (¢, i), MSR-A (d, j), CD64 (e, k) and TSPO (f, 1) normalised to total cells (%) in the
temporal lobe (a-f) and cerebellum (g-1), separated by Braak group (0-VI).
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Supplementary Figure 2. Quantification of positive cell counts for Ibal (a, f), HLA-DR (b,

g), CD68 (¢, h), MSR-A (d, i) and CD64 (e, j) with TSPO, normalised to total cells (%) in the

temporal lobe (a-e) and cerebellum (f-j), separated by Braak group (0-VI).
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Supplementary Figure 3. Quantification of nuclei counted (DAPI) per pm? (%) in the
temporal lobe (a) and cerebellum (b), separated by Braak group (0-VI).



Supplementary Table 1. QuPath thresholds for positive cell counts of Ibal (FITC) and TSPO

(CY3)
Temporal DAPI+FITC DAPI+CY3 FITC+CY3 | Cerebellum DAPIHFITC DAPI+CY3 FITC+CY3
Background Background
3um 3um 3um 3um 3um 3um
radius radius
Min area 10pm? 10pm? 10pm? Min area 10pm? 10pm? 10pm?
Max area 100pm? 100pum? 100pm? Max area 100pum? 100pm? 32um?
DAPI DAPI
80 80 250 80 80 200
threshold threshold
Cell Cell
) 1um 2um 3um ) lum 2um 3um
expansion expansion
Threshold +1 250 300 300 Threshold +1 200 1000 1000




Supplementary Table 2. QuPath thresholds for positive cell counts of HLA-DR (FITC) and
TSPO (CY3)

Temporal DAPI+FITC DAPI+CY3 FITC+CY3 | Cerebellum | DAPI+FITC DAPI+CY3 FITC+CY3
Background Background
3um 3um Spum 3um 3um Spum?
radius radius
Min area 10pm? 10pm? 10pm? Min area 10pm? 10pm? 10pm?
Max area 100pum? 100pm? 100pm? Max area 100pm? 100pum? 100pm?
DAPI DAPI
120 120 250/400 100 100 400/300
threshold threshold
Cell Cell
) lum 2um 3um ) 1um 2um 3um
expansion expansion
Threshold Threshold
. 500/400 550/350 480/350 | 600/400 550/350 480/350
+ +




Supplementary Table 3. QuPath thresholds for positive cell counts of CD68 (FITC) and
TSPO (CY3)

Temporal DAPI+FITC DAPI+CY3 FITC+CY3 | Cerebellum | DAPI+FITC DAPI+CY3 FITC+CY3
Background Background
3um 3um 3um 3um 3um 3um
radius radius
Min area 10pm? 10pm? 10pm? Min area 10pm? 10pm? 10pm?
Max area 100pum? 100pm? 100pm? Max area 100pm? 100pum? 100pm?
DAPI DAPI
120 120 400 120 120 400
threshold threshold
Cell Cell
) 2um 2um 3um ) 2um 2um 3um
expansion expansion
Threshold Threshold
. 400 650 650 | 400 650 650
+ +




Supplementary Table 4. QuPath thresholds for positive cell counts of MSR-A (FITC) and
TSPO (CY3)

Temporal DAPI+FITC DAPI+CY3 FITC+CY3 | Cerebellum | DAPI+FITC DAPI+CY3 FITC+CY3
Background Background
3um 3um 3um 3um 3um 3um
radius radius
Min area 10pm? 10pm? 10pm? Min area 10pm? 10pm? 10pm?
Max area 100pum? 100pm? 100pm? Max area 100pm? 100pum? 100pm?
DAPI DAPI
80 80 600 80 80 600
threshold threshold
Cell Cell
) lum 2um 3um ) 1um 2um 3um
expansion expansion
Threshold Threshold
. 600 450 450 | 600 900 900
+ +




Supplementary Table 5. QuPath thresholds for positive cell counts of CD64 (FITC) and
TSPO (CY3)

Temporal DAPI+FITC DAPI+CY3 FITC+CY3 | Cerebellum | DAPI+FITC DAPI+CY3 FITC+CY3
Background Background
3um 3um 3um 3um 3um 3um
radius radius
Min area 10pm? 10pm? 10pm? Min area 10pm? 10pm? 10pm?
Max area 100pum? 100pm? 100pm? Max area 100pm? 100pum? 100pm?
DAPI DAPI
80 80 450 80 80 450
threshold threshold
Cell Cell
) lum 2um 3um ) 1um 2um 3um
expansion expansion
Threshold Threshold
. 450 500 500 | 450 550 550
+ +




