Supplementary Material
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Supplementary Figure S1. pathway enrichment analysis
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Supplementary Figure S2. Tissue-specific enrichment analysis
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[bookmark: _GoBack]Supplementary Figure S3. Single-nucleus expression patterns of candidate genes in the BA10 cortex. (A) UMAP of annotated cell types. (B) Dot plot of candidate gene expression across cell types and groups. (C) Nebulosa density plots of candidate gene expression. (D) Group-level comparison of candidate gene expression between BD and controls.
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