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SUPPLEMENTARY MATERIAL



 

Supplementary Fig. 1 (a) Read depth at one CpG site per amplicon. (b) Normalized read depth 

(reads/total reads) of the respective eight CpG sites. The dashed line indicates the expected read 

distribution (one divided by the eight amplicons). Boxplots are colored by sequencing run (Run 1 & 2: 

N = 51, Run 3 & 4: N = 53). 




