Table ESM_2: Software parameter values introduced in the three informatics tools: LRmix Studio v.2.1.3, EuroForMix v.3.4.0, and STRmixTM v.2.7. a Dropout is directly estimated through the peak height distribution. b Per locus, specified by the software considering the default conditions (i.e. disregarding the population size).
	                Values
Parameters
	LRmix Studio
	EuroForMix
	STRmixTM

	Coancestry Coefficient
	0.01

	Drop-in frequency
	0.05

	Drop-in parameters’ distribution
	N/A
	Lambda (λ): 
0.01
	Gamma (ɣ): (0.1,0.1)

	Drop-in cap
	N/A
	N/A
	100

	Dropout
	0.1
	a
	a

	Minimum allele frequency
	0.001
	0.001
	b

	Threshold detection
	N/A
	100
	100

	Stutters
	Without
	With
	With



