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Supplementary Fig. S1. Additional recurrent variation detected in our dataset. A) Andean
sample from haplogroup I-M36 with recurrent position M7, usually observed in haplogroup O.
B) and C) Andean samples from haplogroup Q-M3 with recurrent position L729, originally
reported within haplogroup N. D) Andean sample from haplogroup J-L283 with derived allele
for position L729. E) Andean sample from haplogroup R-V88 with derived allele for position
L729.
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Supplementary Fig. S2. R-V88 median-joining network with 8 Y-STRs (DYS19, DYS385a,
DYS385b, DYS3891, DYS389II, DYS390, DYS391 and DYS393) common to all populations.
The network includes one sample from this study, 11 from Europe, and 64 from Africa [43-51].



