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Supplemental Table 1: Genomic DNA sequencing of ANO10
PCR program: 5 min at 94ºC; 35 cycles of 30s at 94ºC, 30 s at Tm annealing, 1 min at 72ºC; 7 min at 72ºC. The primers sequences for genomic DNA sequencing were based on the ones reported in Vermeer S et al, 2010, with few exceptions.
	FRAGMENT (FRAGMENT SIZE)
	
	SEQUENCE
	ANNEALING TEMPERATURE (ºC)

	2 (327 bp)
	F
	TGCTTTTATCTTGGAAGCCAG
	56

	
	R
	GGGAGGCTGAGCATACAGTG
	

	3 (457 bp)
	F
	AAAGAACTGCCATCCCTAATG
	60

	
	R
	AAAAAGTTTGCTGATCCCTGA
	

	4 (744 bp)
	F
	CATACTGCTTTCTGCTCATTGG
	55

	
	R
	ATTTTCATGTACAATGTTAGGGC
	

	5 (275 bp)
	F
	TGAAGCGTATCATGCACAATC
	59

	
	R
	ATATCTGCCCAAGGGAGCTG
	

	6A (459 bp)
	F
	AGGGTTGAATGATCCCCAC
	55

	
	R
	AAATGCGCAACTGTCTCTTG
	

	6B (435 bp)
	F
	AACATGACCTACAGGTGGGG
	55

	
	R
	TGTGAATCCCATGATCTAGGC
	

	7 (304 bp)
	F
	GACTGAGGCTCTGATGTTGG
	56

	
	R
	TCAATCCTTGCCTATTTGCAC
	

	8 (399 bp)
	F
	AGGCTGGGAGCTGTAGACTG
	59

	
	R
	GCATAATACACAATGCCATTCC
	

	9 (569 bp)
	F
	GAAACACCATTCTAACACCTAGC
	56

	
	R
	AGCAGTGCTTCAATGCAAAG
	

	10 (341 bp)
	F
	AGAGGCCACAGCTTTGATTAG
	55

	
	R
	TTTCCCTGTCATAACACCTCG
	

	11 (290 bp)
	F
	AGGATGAGGAAATATGGAAGC
	55

	
	R
	TTGCTCAATTGTCAGTCATGG
	

	12 (404 bp)
	F
	GGCCTGCTTGGTCTTTGATAC
	56

	
	R
	TCCTGAACTGGAGTCCTCTG
	

	13A (490 bp)
	F
	GCTTCCACAGAGAGCAGAGG
	56

	
	R
	ACTGCTATGAGGGGAACGTG
	

	13B (499 bp)
	F
	CCTTCTCAGTTTCGCAGTGG
	56

	
	R
	ATCTCACCGCTCCACCTTC
	





Supplemental Table 2: Primers used for cDNA sequencing

	FRAGMENT (FRAGMENT SIZE)
	
	SEQUENCE
	ANNEALING TEMPERATURE (ºC)

	1 (187 bp)
	F
	TTTCACACCTTTGGTGGTCA
	57

	
	R
	CTTGGAGGCACCAACAAGAT
	

	2 (431 bp)
	F
	GAGGTGCCCAGTTGTTGTTT
	57

	
	R
	CCGAGTGTACCAGGTGTCCT
	

	3 (599 bp)
	F
	GGCATCGTGATTCAGGTGTT
	57

	
	R
	ATGCTGGGCACATACAACAG
	

	4 (580 bp)
	F
	GGGTCTGAGTGGACCAGTGT
	57

	
	R
	GACGTTTGAAGACCCTGCAC
	

	5 (446 bp)
	F
	CAGCTGCCTTTGCTGTGTTA
	57

	
	R
	TCCTTCAGGTTCTCGGTCAC
	

	
	R
	ATCTCACCGCTCCACCTTC
	



