
[bookmark: OLE_LINK130][bookmark: OLE_LINK131][bookmark: _GoBack]Supplementary Fig. S4 Transcript levels of genes in the carotenoid metabolic pathway in WP and ZS11 petals according to RNA-seq. 86 genes encoding proteins associated with carotenoid biosynthesis and degradation were identified in the B. napus genome, and the FPKM values of these genes are the means of three biological replications
