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Online Resource 4. Transcriptomic analysis. Correlation matrix of the whole-
transcriptome dataset obtained from two citron cultivars, Calabria (CL) and
Yemenite (YM), sampled at four developmental stages: closed flowers (CF),
anthesis (A), one week after anthesis (A1W), and two weeks after anthesis (A2W).
The analysis compares expression values of the entire transcriptome (29,656
unigenes) across 16 samples, including two biological replicates per condition.
Hierarchical clustering and the color scale represent the degree of correlation
between samples.



