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Figure S2 Sequence similarity of Bp Pax-6 with orthologs from other species and the most closely related Pax sequences from mouse (as judged by the e-values after Blastp analysis at NCBI). The analysis is based on concatemers of the homeodomain and the paired domain. Abbreviations are the same as in S1. The tree shows that the B. plicatilis sequence clusters with the Pax6 branch to the exclusion of the other most closely related mouse Pax genes. The D. japonica Pax gene has been named Pax6B by its discoverers but does not unequivocally cluster with the Pax6 branch in our analysis. This could be due to a long branch artifact.
