
Supplementary Figure 6.  

Expression of selected genes from 151-probe set prognostic signature in 6 established ovarian cancer cell lines, as detected by semi-quantitative PCR.  

Five cell lines are commercially available (ATCC), while OVPA8 cell line has been established by us (derived from ascites of a patient with high grade serous 

ovarian carcinoma). The 18SrRNA was used as an internal control of RNA uniformity in the analyzed samples. Primers’ sequence and RT-PCR details are 

available on request. 
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8 MFAP5  
(452 bp) 

 

lack  
of expression 

  

lack  
of expression 

 
9 CSPG2/VCAN 
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12 COMP  
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13 FN1  

(493 bp) 
      

14 PLAU  
(316 bp) 

      
15 18SrRNA 

(193 bp) 
      


