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Fig 3 Statistical analysis. Mean number of chromosomal aberrations for primary tumor as

well as liver metastases and brain metastases, including standard derivation are shown.
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Fig 4 Overview of all detected chromosomal aberrations for each patient and sorted for CRC,

liver metastasis and brain metastasis. The detected aberrations on each chromosome are shown for

the patients from left to right (Patient 1,2,3, and 4). Gains = blue; loss = red; cn-LOH = violet. P =

primary CRC; LM = liver metastasis; BM = brain metastasis




