A

<0.00000001 1

FDR adjusted p—-value

P-value

G2M CHECKPOINT
E2F TARGETS

0.0000001 4
PANCREAS BETA CELLS
0.000001 A ©
G2M CHECKPOINT
0.00001 1 d EPITHELIAL MESENCHYMAL TRANSITION
: HEME METABOLSM SPERMATOGENESIS  WITOTIC SPINDLE E2F TARGETS
0.0001 XENOBIOTIC METABOUSM uv RESF’ONSE up © @& ————— __ EPITHELIAL MESENCHYMAL TRANSITION
A b L]
@ BILE ACID METABOLISM ESTROGEN RESPONSE LATE @ _ SPERMATOGENESIS MTORC1 g‘GNA.UNG G2M CHECKPOINT
o
14 ESTROGEN RESPONSE EARLY BILE AQD METABOLISM HYPOXIA @ ° EPITHELIAL MESENCHYMAL TRANSITION
0.00 N | @VIYOGENESIS
° | .. .. .. C
0.01 L4 | °
. ° ! r&*f R
e ' P g
3R T e e - — - - O _So 8D _ O _ o Y oo
1
1
T T T { T T T
0.3 0.2 0.1 0 0.1 0.2 0.3
Difference in mean
Small tumors Large tumors
T
0.0001 1 LIHC MYC TARGETS W 0.0001 4 ® Immune
° 1
1 Metabolic
° 1
LIHC MYC TARGETS V2 ! ® Proliferation
1
0.001 | 1 0.001 Other
1
LIHG IL6 JAK STAT3 SIGNALING
LIHC INFLAMMATORY RE:%PONSE ® BCA IL6 JAK STATS SIGNALING g
] © 1 coAD MYC TARGETS V1 'SKCM INTERFERON ALPHA
0.011 L aLocrarT resecTIdNRP M‘TOT'C'SP'NQ o B I LAMMATORY > 0.01 /RESPONSE
HHC B2FTARCETS =/BLCA CONPLEMENT o LIHC MY TARGETS V1|
@_ ® BLCA INTERFERON GAMMA UVM IL6 JAK STAT3
005+ --=--- Escapss ATy RESPONSE _ _ _ __ __ _ 0.054 - oMY TARGETS V2 & 1oL ST eseNalNG. _ _
- LIHC COMPLEMERNT : KIRP 1L6 JAK STAT3 SIGNALING SKCM INTERFERON
0.11 0.1 . GAMMA RESPONSE
® 1 o
.
.
.
.
.
1

0.4

o
)
o

Difference in mean

Non-obese patients Obese patients

0.4

0.4

Difference in mean

Non-obese patients Obese patients

Supplementary Figure 1. A) a volcano plot showing the difference in mean GSVA values between small and large
tumors for the 50 hallmarks for each of the 23 cancer types in Subset 1. B) A volcano plot showing the difference of
mean (and p-value given a t-test) GSVA values for each pathway between non-obese and obese patients with small
tumors for each of the 10 cancer types in Subset 2. The pathways are colored by their overall process category. C) A
volcano plot showing the difference of mean (and p-value given a t-test) GSVA values for each pathway between non-
obese and obese patients with large tumors for each of the 10 cancer types in Subset 2. The pathways are colored by

th

eir overall process category.
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Supplementary Figure 2. A) A volcano plot showing the difference of mean (and p-value given a t-test) GSVA values
for each pathway between young and old patients with small tumors in Subset 1. The pathways are colored by their
overall process category. B) A volcano plot showing the difference of mean (and p-value given a t-test) GSVA values
for each pathway between young and old patients with large tumors in Subset 1. The pathways are colored by their

overall process category.
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Supplementary Figure 3. A) A volcano plot showing the difference of mean (and p-value given a t-test) GSVA values for
each pathway between male and female patients with small tumors in Subset 1. The pathways are colored by their
overall process category. B) A volcano plot showing the difference of mean (and p-value given a t-test) GSVA values
for each pathway between male and female patients with large tumors in Subset 1. The pathways are colored by their
overall process category.



