Elevated VRK1 levels after androgen deprivation therapy promote prostate cancer progression by upregulating YAP1 expression 
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Supplementary Table

Table. S1 qPCR primers, shRNAs sequences and cloning primers.

	Primer
	Sequence

	GAPDH forward
	5ʹ-GTCAAGGCTGAGAACGGGAA-3ʹ

	GAPDH reverse
	5ʹ-AAATGAGCCCCAGCCTTCTC-3ʹ

	VRK1 forward
	5ʹ-CTGAACTACAAGAATCCTGAC-3ʹ

	VRK1 reverse
	5ʹ-AATAGTGCCATCGTGACAT-3ʹ

	AR forward
	5'-CAGCCTATTGCGAGAGAGCTG-3'

	AR reverse
	5'-GAAAGGATCTTGGGCACTTGC-3'

	PSA forward
	5ʹ-TGTGTGCTGGACGCTGGA-3ʹ

	PSA reverse
	5ʹ-CACTGCCCCATGACGTGAT-3ʹ

	shVRK1-1 sense
	5ʹ-GCGAGGTGGAAGTAATGATTA-3ʹ

	shVRK1-1 antisense
	5'-TAATCATTACTTCCACCTCGC-3'

	shVRK1-2 sense
	5ʹ-GAGGTGGAAGTAATGATTAAA-3ʹ

	shVRK1-2 antisense
	5'-TTTAATCATTACTTCCACCTC-3'

	shAR sense
	5ʹ-CGCGACTACTACAACTTTCCA-3ʹ

	shAR antisense
	5'-TGGAAAGTTGTAGTAGTCGCG-3'

	shYAP1 sense
	5ʹ-CAGGTGATACTATCAACCAAA-3ʹ

	shYAP1 antisense
	5′-TTTGGTTGATAGTATCACCTG-3

	shCON sense
	5ʹ-GCTCCGTGAACGGCC ACGAGT-3ʹ

	shCON antisense
	5'-ACTCGTGGCCGTTCACGGAGC-3'

	VRK1-clone forward
	5ʹ-ATGCCTCGTGTAAAAGCAGCTC-3ʹ

	VRK1-clone reverse
	5ʹ-CTTCTGGACTCTCTTTCTGGTTCTTGAAC-3ʹ

	K179E-mutate forward
	5ʹ-CATGGAGATATCGAGGCCTCAAATCTTC-3ʹ

	K179E-mutate reverse
	5ʹ-GAAGATTTGAGGCCTCGATATCTCCATG-3ʹ





Supplementary Figures
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Fig. S1 VRK1 mRNA expression is positively correlated with AR a Spearman correlation analysis of VRK1 mRNA levels with WP_ANDROGEN_RECEPTOR-_NETWORK_IN_PROSTATE_CANCER gene signatures in the TCGA-PRAD cohort (Z-score). b–d Spearman correlation analysis of VRK1 mRNA levels with AR mRNA levels in the TCGA-PRAD, MSKCC, and FHCRC cohorts (Z-score).
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Fig. S2 VRK1 promotes PCa therapeutic resistance through YAP1 a-d Colony numbers in each group (ANOVA).
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Fig. S3 The impact of VRK1 knockdown on proliferation and apoptosis-related markers a Expression of Ki-67 protein in the control and VRK1-knockdown groups of 22Rv1 and PC3 cells, detected by western blotting. b CASP3 mRNA expression levels in PC3 control and VRK1-knockdown cells by transcriptome sequencing (t-test). c Caspase3 protein expression levels in PC3 control and VRK1-knockdown cells by proteome sequencing (t-test). d Expression of Caspase3 and Caspase9 proteins in the control and VRK1-knockdown groups of 22Rv1 and PC3 cells, detected by western blotting. e, f Expression of Caspase3 and Caspase9 proteins in the indicated stably transfected 22Rv1 and PC3 cells, detected by western blotting.
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