Supplementary Table S1: The sequences of shRNA in this study
	Gene
	Sequence (5' to 3')

	shPDGFC-1
	TCATACTTATCCAAGAAATCTCGAGATTTCTTGGATAAGTATGA

	shPDGFC-2
	CAGTGATGGAACTATATTACTCGAGTAATATAGTTCCATCACTG

	shPDGFC-3
	AGGTTGTCTCCTGGTTAAACTCGAGTTTAACCAGGAGACAACCT









Supplementary Table S2: Data of sequences for qPCR in this study
	Gene
	Sequence (5' to 3')

	Human
	
	

	GAPDH
	Forward: CAGGAGGCATTGCTGATGAT
	Reverse: GAAGGCTGGGGCTCATTT

	PDGFC
	Forward: GGGCTTCTCCTGCTGACATC
	Reverse: TACTCAGGTTGGATTCCGCC

	AR
	Forward: GAAGCAGGGATGACTCTGGG
	Reverse: AAGCCTCTCCTTCCTCCTGT

	AKR1C3
	Forward: TCACTTCATGCCTGTCCTGG
	Reverse: CCTCCAAAGCTTTACTTCTCGG

	STAT4
	Forward: CGTGTCAACCAACGATTCCC
	Reverse: AACTGCCAGCTCATCACCTC

	VDR
	Forward: GATCTGTGGGGTGTGTGGAG
	Reverse: TTTGCAGCCTTCACAGGTCA

	IRF1
	Forward: AAGCATGGCTGGGACATCAA
	Reverse: TGCTTTGTATCGGCCTGTG

	TCF4
	Forward: CGACTTCCCCTGACCTGAAC
	Reverse: ATCTCAGAGCTGCCAGAGGA

	PDGFC-site1
	Forward: GAAAGTCCAAGGTTGCAGG
	Reverse: AATGCCTACTATGTCGGGCA

	PDGFC-site2
	Forward: TGCTGATTAGAAAACTAAACTT
	Reverse: TATTTGCATAATGTGTTCCAA

	Mouse
	
	

	Gapdh
	Forward: GGTTGTCTCCTGCGACTTCA
	Reverse: TGGTCCAGGGTTTCTTACTCC

	Pdgfc
	Forward: GGAACAGAACGGAGTGCAAGA
	Reverse: GGCTGTGGATGCTCCCATTA








Supplementary Table S3: Primer sequences used in plasmid construction
	GENE
	Sequence (5' to 3')
	

	PDGFC/763
	Forward:CGAGATCTGCGATCTAAGTAAGCTTCCCAACTACTACGTATGCTT
	

	
	Reverse: AGTACCGGAATGCCAGCTAACCTCGGGGCTACG
	

	PDGFC/802
	Forward:CGAGATCTGCGATCTAAGTAAGCTTAGGCTGTATTGTAGGAAAGTCCAAGG
	

	
	Reverse: AGTACCGGAATGCCAGCTAACCTCGGGGCTACG
	

	PDGFC/1911
	Forward: CGAGATCTGCGATCTAAGTAAGCTTCTAAACTTACAAAATTAGAAAAAC
	

	
	Reverse: AGTACCGGAATGCCAGCTAACCTCGGGGCTACG
	



Supplementary Table S4. 27 overlapping genes (4-datasets intersection) with Venn diagram
	
	
	logFC

	
	GENE
	GSE150807
	GSE151083
	GSE123379
	GSE163240

	1
	VCX
	-7.74787
	2.135616202
	4.8
	4.1333506

	2
	DDIT4L
	5.8411924
	3.342773804
	-10.10
	2.0814529

	3
	TRHDE
	4.7892026
	5.388791223
	2.39
	2.6537711

	4
	VCX3B
	-8.6251678
	3.259039789
	4.8
	3.1958471

	5
	VCX3A
	-7.804201
	2.912245879
	3.8
	3.087087

	6
	C3orf52
	4.7737395
	3.573669469
	-4.05
	-2.0230036

	7
	PCDH7
	5.5276842
	3.205273508
	8.45
	4.3151042

	8
	CA8
	8.2182008
	5.7702758
	7.21
	-2.6401812

	9
	LRRTM4
	3.094693
	3.196088308
	5.04
	2.0952954

	10
	COLCA1
	-7.3926058
	3.200964335
	2.24
	2.17457

	11
	CPNE4
	2.5639003
	6.744848525
	5.86
	-3.2120859

	12
	RBM24
	-7.0115457
	-8.192821627
	4.08
	2.0704359

	13
	UNC80
	6.7746403
	2.53686695
	5.29
	-3.6137821

	14
	CLEC7A
	-6.8018917
	-3.33095545
	-2.54
	3.1179516

	15
	TLL1
	6.8687887
	-2.109306849
	-4.95
	-4.9598635

	16
	TENM1
	-4.9088512
	-4.773149948
	4.31
	4.7387139

	17
	MET
	4.9474334
	5.693620624
	-2.7
	-4.548947

	18
	RBM11
	4.1605716
	6.434779568
	3.27
	2.6613944

	19
	SLC35F1
	4.0960787
	5.818578561
	6.14
	-2.3865464

	20
	ST8SIA4
	2.7708489
	2.790793066
	3.71
	-2.0705399

	21
	ZC3H12A-DT
	-4.485791
	-2.745079487
	-3.34
	-2.056763

	22
	EFS
	-8.2392614
	-4.433346128
	-10.80
	6.7287241

	23
	PLXNA2
	6.2055916
	7.754239774
	2.65
	-4.3848864

	24
	RALYL
	-9.7370309
	-2.336156021
	-2.08
	-4.2514015

	25
	ETV1
	3.8262769
	6.652568713
	-11.50
	-5.7433056

	26
	SLC6A17
	5.6092231
	3.200736459
	3.61
	-2.5399562

	27
	PDGFC
	2.5727045
	3.180922394
	3.03
	2.2799218



