	Supplemental Table 1:  NGS-based Comprehensive Genomic Profiling (CGP)

	
	
	SDC
N=20
	AdCC
N=20
	Other
N=11

	
	CGP done
	18 (90.0%)
	19 (95.0%) d
	11 (100%) d

	
	CGP not done
	2 (10.0%)
	1 (5.0%)
	0 (0.0%)

	Molecular assay

	
	FoundationOne®CDx
	17 (94.5%)
	12 (46.2%)
	10 (90.9%)

	
	Oncomine comprehensive assay
	0 (0.0%)
	5 (19.2%)
	1 (9.1%)

	
	SalvGlandDx
	1 (5.5%)
	9 (34.6%)
	3 (27.2%)

	SNV a

	
	TP53
	13 (65.0%)
	2 (10.0%)
	0 (0.0%)

	
	ERBB2 
	5 (25.0%) c
	0 (0.0%)
	0 (0.0%)

	
	PIK3CA
	6 (30.0%)
	1 (5.0%)
	1 (9.0%)

	
	PTEN
	3 (15.0%)
	1 (5%)
	0 (0.0%)

	
	AKT
	1 (5.0%)
	0 (0.0%)
	0 (0.0%)

	
	BRAF V600E
	1 (5.0%)
	0 (0.0%)
	0 (0.0%)

	
	HRAS
	2 (10.0%)
	0 (0.0%)
	0 (0.0%)

	
	KRAS
	1 (5.0%)
	0 (0.0%)
	0 (0.0%)

	
	NOTCH-1
	0 (0.0%)
	5 (25.0%)
	0 (0.0%)

	
	KDM6
	0 (0.0%)
	3 (15.0%)
	0 (0.0%)

	
	ATM
	1 (5.0%)
	0 (0.0%)
	2 (18.1%)

	
	RB1
	2 (10.0%)
	0 (0.0%)
	0 (0.0%)

	
	NF1
	4 (20.0%)
	0 (0.0%)
	0 (0.0%)

	
	FGFR2
	0 (0.0%)
	1 (5.0%)
	0 (0.0%)

	CNAb

	
	ERBB2 ampl.
	7 (35.0%)
	0 (0.0%)
	0 (0.0%)

	
	CDKN2A/B loss
	2 (10.0%)
	1 (5.0%)
	3 (27.2%)

	
	MTAP loss
	1 (5.0%)
	1 (5.0%)
	1 (9.0%)

	
	PTEN loss
	1 (5.0%)
	0 (0.0%)
	1 (9.0%)

	Fusions 

	
	ETV6::NTRK3 
	0 (0.0%)
	0 (0.0%)
	1 (9.0%)

	
	MYB::NFIB 
	0 (0.0%)
	9.0 (45%)
	0 (0.0%)

	
	MEF2::SS18
	0 (0.0%)
	0 (0.0%)
	1 (9.0%)

	
	ESWR1::MYB
	0 (0.0%)
	1 (5.3%)
	0 (0.0%)


Notes. SDC = salivary duct cancer, AdCC = adenoid-cystic cancer, Other = group with different histology types.
a SNV: single nucleotide variants, bCNA: copy number alterations c ERBB2 snv detected: L313V (VAF 60.78%), A890V (VAF 11.25%), D769H (VAF 68.19%), G292R (VAF 46.47%), and T733I (VAF 86.79%);  

din several patients, more than one CGP were preformed
