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       Figure S1. Diagrammatic view of operational steps of a conventional drinking water  treatment plant.
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         Figure S2. Diagrammatic view of operational steps of a compact unit.


Table S1. Total occurrence of Giardia cysts and Cryptosporidium oocysts by IFA and qPCR techniques 
	Parasite
	IFA
	qPCR

	
	Raw water
	Treated water
	Total
	Raw water
	Treated water
	Total

	Giardia 
	9/48
18.75%
	2/48
4.17%
	11/96
11.46%
	9/48
18.75%
	3/48
6.25%
	12/96
12.5%

	Cryptosporidium 
	14/48
29.17%
	4/48
8.33%
	18/96
18.75%
	16/48
33.33%
	4/48
8.33%
	20/96
20.83%








Table S2. The qPCR Log10 values in inlets and outlets of different DWTPs and CUs, in different seasons.
	[bookmark: _Hlk137989447]Inlet samples
	Outlet samples
	season
	Station

	qPCR_Giard
	qPCR_Crypt
	qPCR_Giard
	qPCR_Crypt
	
	

	0
	0
	0
	0
	winter
	Imbaba
	

	2.6
	2.4
	0
	0
	winter
	Imbaba
	

	0
	0
	0
	0
	winter
	Imbaba
	

	0
	0
	0
	0
	spring
	Imbaba
	

	0
	0
	0
	0
	spring
	Imbaba
	

	2.0
	2.5
	0
	0
	spring
	Imbaba
	

	2.2
	2.5
	0
	0
	summer
	Imbaba
	

	0
	0
	0
	0
	summer
	Imbaba
	

	0
	0
	0
	0
	summer
	Imbaba
	

	0
	0
	0
	0
	autumn
	Imbaba
	

	0
	0
	0
	0
	autumn
	Imbaba
	

	2.1
	0
	0
	0
	autumn
	Imbaba
	

	0
	2.4
	0
	0
	winter
	Shubra Alkheyma

	0
	0
	0
	0
	winter
	Shubra Alkheyma

	0
	0
	0
	0
	winter
	Shubra Alkheyma

	0
	0
	0
	0
	spring
	Shubra Alkheyma

	0
	0
	0
	0
	spring
	Shubra Alkheyma

	0
	2.2
	0
	0
	spring
	Shubra Alkheyma

	0
	0
	0
	0
	summer
	Shubra Alkheyma

	2.1
	2.3
	0
	0
	summer
	Shubra Alkheyma

	0
	0
	0
	0
	summer
	Shubra Alkheyma

	0
	0
	0
	0
	autumn
	Shubra Alkheyma

	0
	2.4
	0
	0
	autumn
	Shubra Alkheyma

	0
	2.3
	0
	0
	autumn
	Shubra Alkheyma

	0
	1.3
	0
	0
	winter
	Mansheyat Alqanater

	2.1
	0
	1.2
	0
	winter
	Mansheyat Alqanater

	0
	0
	1.1
	0
	winter
	Mansheyat Alqanater

	0
	0
	0
	0
	spring
	Mansheyat Alqanater

	0
	0
	0
	0
	spring
	Mansheyat Alqanater

	0
	0
	0
	0
	spring
	Mansheyat Alqanater

	0
	0
	0
	0
	summer
	Mansheyat Alqanater

	0
	2.2
	0
	2.0
	summer
	Mansheyat Alqanater

	0
	0
	0
	0
	summer
	Mansheyat Alqanater

	0
	0
	0
	0
	autumn
	Mansheyat Alqanater

	0
	2.7
	0
	1.3
	autumn
	Mansheyat Alqanater

	1.2
	0
	0
	0
	autumn
	Mansheyat Alqanater

	0
	2.2
	0
	0
	winter
	Niklah
	

	0
	0
	0
	0
	winter
	Niklah
	

	2.2
	2.5
	1.1
	0
	winter
	Niklah
	

	0
	0
	0
	0
	spring
	Niklah
	

	0
	0
	0
	0
	spring
	Niklah
	

	0
	0
	0
	0
	spring
	Niklah
	

	0
	0
	0
	0
	summer
	Niklah
	

	1.4
	1.7
	0
	0
	summer
	Niklah
	

	0
	2.2
	0
	1.2
	summer
	Niklah
	

	0
	2.4
	0
	1.3
	autumn
	Niklah
	

	0
	0
	0
	0
	autumn
	Niklah
	

	0
	0
	0
	0
	autumn
	Niklah
	






Table S3. 18S rRNA amplicon sequencing and qPCR for the randomly selected 8 samples of DWTPs and CUs (inlets and outlets) 
	Station
	Stage
	18S amplicon sequencing (no. of reads for Cryptosporidium)
	qPCR  for Cryptosporidium (log10)

	18S amplicon sequencing (no. of reads for Giardia)
	qPCR  for Giardia) (log10)


	Mansheyat Alqanater
	Inlet
	43
	2.7
	-ve
	-ve

	
	Outlet
	-ve
	1.3
	-ve
	-ve

	Niklah
	Inlet
	-ve
	-ve
	-ve
	-ve

	
	Outlet
	-ve
	-ve
	-ve
	-ve

	Imbaba
	Inlet
	-ve
	-ve
	-ve
	-ve

	
	Outlet
	-ve
	-ve
	-ve
	-ve

	Shubra Alkheyma
	Inlet
	-ve
	-ve
	-ve
	-ve

	
	Outlet
	-ve
	-ve
	-ve
	-ve
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