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RmTIL, a cysteine-rich protein as a putative microbiota modulator from Rhipicephalus microplus tick
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Supplementary table 1: Primers utilized to analyze differential gene expression in tissues of R. microplus ticks evaluated by qPCR (2−ΔΔCt method) using Elongation Factor 1-α (ELF1α) (XM_037421720.1) as a reference gene (Nijhof et al. 2009).
	Target
	Acession number
	Primers qPCR
	Conc. (nM)

	Papilin 
	XM_037418783.1
	Fw 5'- CTGTGACGGCAATGACAACA - 3'
	100

	
	
	Rv 5'- GGTCTTCCAGTCCAGCTCTT - 3'
	200

	Glutathione S-transferase (GST)
	XM_037424660.1
	Fw 5'- GTCGACTTCCTGCTCTACGA - 3'
	50

	
	
	Rv 5'- TTGCTGTACTTGTCCGAGGT - 3'
	50

	Perilipin-2
	XM_037436197.1
	Fw 5'- CAGTCCATCCGGCTTGAGTA - 3'
	100

	
	
	Rv 5'- CTCGGATGATGACTCGACCA - 3'
	200

	Mitochondrial NAD-dependent isocitrate dehydrogenase (IDH3)
	XM_037431976.2
	Fw 5'- GCACAAGGCGAACATCATGA - 3'
	200

	
	
	Rv 5'- CATGCAGCAGTTGTCGATGA - 3'
	100

	NADH dehydrogenase [ubiquinone] iron-sulfur protein 2 (NDUFS2)
	XM_075893367.1
	Fw 5'- AATCTGGAAGCAACGCACTG - 3'
	100

	
	
	Rv 5'- CACTTGATGCCAGATCCACG - 3'
	100

	Elongation factor 1-alpha
	XM_037421720.2
	Fw 5'- CGTCTACAAGATTGGTGGCATT - 3'
	100

	
	
	Rv 5'- CTCAGTGGTCAGGTTGGCAG - 3'
	100

	RmTIL
	XM_037419519.2
	Fw 5'- ATGGAATCCGTGGACACCC - 3'
	200

	
	
	Rv 5'- GACTCCCGAGGCCATACG - 3'
	100

	Bacterial 16s rRNA universal primers
	/////////////////
	906F 5'- AAACTCAAAKGAATTGACGG - 3'
	300

	
	
	1062R 5'- CTCACRRCACGAGCTGAC - 3'
	300













 
 
 
Amplification plots for primers designed at the present study. Efficiency (%) was calculated for each pair of primers according to the formula: e = -1+10(-1/-slope). 


Papilin (104.4%)


5	4	3	2	1	33.18	29.754999999999999	26.545000000000002	23.475000000000001	20.2	cDNA (log10 dilution)


Cycle threshold



GST (100.75%)


4	3	2	1	35.07	32.06	28.284999999999997	25.315000000000001	cDNA (log10 dilution)


Cycle threshold



Perilipin-2 (96.7%)



5	4	3	2	1	35.484999999999999	32.17	27.865000000000002	24.715	22.2	cDNA (log10 dilution)


Cycle threshold



IDH3 (91.99%)


4	3	2	1	35.430000000000007	31.515000000000001	28.094999999999999	24.785	cDNA (log10 dilution)


Cycle threshold



NDFUS2 (99.66%)


3	2	1	30.355	26.935000000000002	23.68	cDNA (log10 dilution)


Cycle threshold



RmTIL (99.6%)


4	3	2	1	33.29	29.734999999999999	26.524999999999999	23.255000000000003	cDNA (log10 dilution)


Cycle threshold



