Table S1 Sequences of primers used for interference

	Primer names
	Target gene
	Primer sequences

	H.f70-i1-F
	HSC70
	5′ - ACTGACTGGTCGCCTTTTTTG -3′

	H.f70-i1-R
	
	5′ - GCCGTCCTCAATGGTCAAAA -3′

	H.f70-i1(T7)-F
	
	5′- GGATCCTAATACGACTCACTATAGGACTGACTGGTCGCCTTTTTTG -3′

	H.f70-i1(T7)-R
	
	5′- GGATCCTAATACGACTCACTATAGGGCCGTCCTCAATGGTCAAAA -3′

	H.f70-i2-F
	
	5′- GCGAGACTAAGACCTTTTTCCC -3′

	H.f70-i2-R
	
	5′- GCCCGTCAGCTCGAACTTT -3′

	H.f70-i2 (T7)-F
	
	5′- GGATCCTAATACGACTCACTATAGGGCGAGACTAAGACCTTTTTCCC -3′

	H.f70-i2 (T7)-R
	
	5′- GGATCCTAATACGACTCACTATAGGGCCCGTCAGCTCGAACTTT -3′

	H.f70-i3-F
	
	5′- CAGGCTGCCATCCTCATTG -3′

	H.f70-i3-R
	
	5′- TTGCTGATGATGGGGTTGC -3′

	H.f70-i3 (T7)-F
	
	5′- GGATCCTAATACGACTCACTATAGGCAGGCTGCCATCCTCATTG -3′

	H.f70-i3 (T7)-R
	
	5′-TTAATGGTCGGYGATACACC-3′

	Luc-i-F
	Luc
	5′ - GCTTCCATCTTCCAGGGATACG -3′

	Luc-i-R
	
	5′ - CGTCCACAAACACAACTCCTCC -3′

	Luc-i(T7)- F
	
	5′ - GGATCCTAATACGACTCACTATAGGGCTTCCATCTTCCAGGGATACG -3′

	Luc-i(T7)- R
	
	5′ - GGATCCTAATACGACTCACTATAGGCGTCCACAAACACAACTCCTCC -3′


The bolded parts are T7 promoter sequences.

Table S2 Real-time fluorescence quantitative PCR primer sequence

	Primer names
	Target gene
	Primer sequences

	H.f70-RT-F
	HfHSC70
	5′ - TTGCTTCCAACGGTGAGTGT -3′

	H.f70-RT-R
	
	5′ - ATCGACGGTTCGGATGTGAC -3′

	β-actin-RT-F
	β-actin
	5′ - CCACACCTTCTACAACGAGC -3′

	β-actin-RT-R
	
	5′ - TCTGCGTCATCTTCTCCCG -3′


Table S3 Expression of Juvenile hormone Pathway Genes in the RNAi vs. Blank Group
	Gene-id
	log2(FoldChange)
	p_value
	q_value
	Gene Name

	HaeL15491.gene
	-5.2968
	4.7123e-24
	4.588e-23
	JHAMT
(Juvenile hormone acid O-methyltransferase)

	Novelgene1107
	-3.307
	5.4393e-14
	3.4174e-13
	

	Novelgene2892
	-5.259
	1.2358e-50
	2.1987e-49
	

	Novelgene2973
	-4.6292
	9.5828e-05
	0.00025844
	

	Novelgene3083
	-6.9405
	7.8587e-07
	2.8367e-06
	

	Novelgene3177
	-4.534
	1.2216e-05
	3.7242e-05
	

	Novelgene3302
	-4.6253
	7.6725e-22
	6.8865e-21
	EPHX1
(Epoxide hydrolase 1)

	Novelgene3479
	-5.4764
	1.7548e-36
	2.3059e-35
	


Table S4 Expression of Cytochrome P450 Genes in the RNAi vs. Blank Group
	Gene-id
	log2(FoldChange)
	p_value
	q_value
	Gene Name

	HaeL00765.gene
	-1.5122
	0.0020096
	0.0041436
	CYP3A6

	HaeL18307.gene
	-1.5786
	1.529e-10
	7.6949e-10
	

	HaeL00862.gene
	-5.094
	4.8947e-22
	4.4031e-21
	Cyp4v2

	HaeL02017.gene
	-3.426
	3.9389e-10
	1.9245e-09
	

	HaeL02022.gene
	-4.8599
	8.0645e-07
	2.9005e-06
	

	Novelgene1482
	-4.5044
	0.0022256
	0.0045267
	

	Novelgene41
	-4.4083
	2.039e-27
	2.1748e-26
	

	HaeL01166.gene
	-3.8883
	1.7478e-08
	7.4447e-08
	CYP4C1

	HaeL05854.gene
	-3.6264
	1.2862e-07
	5.1156e-07
	CYP2H2

	HaeL17456.gene
	-4.5452
	6.2421e-09
	2.7643e-08
	

	HaeL05855.gene
	-3.4303
	5.6061e-18
	4.2533e-17
	Cyp2a1

	HaeL06043.gene
	-2.1968
	0.00044157
	0.0010645
	CYP3A24

	HaeL06396.gene
	-5.7169
	2.509e-06
	8.4215e-06
	

	HaeL06968.gene
	-2.1995
	0.00012262
	0.00032741
	

	Novelgene1064
	-2.9302
	6.5264e-15
	4.3449e-14
	

	HaeL10284.gene
	-3.0946
	5.9015e-26
	6.0691e-25
	Cyp2b19

	HaeL10289.gene
	-5.2658
	0.0014216
	0.0030342
	CYP2C28

	HaeL11405.gene
	-4.5636
	0.00014098
	0.00037222
	CYP2C20

	HaeL11436.gene
	-1.4891
	7.2571e-05
	0.00020056
	CYP3A14

	Novelgene2149
	-1.0402
	0.00016099
	0.00042146
	

	Novelgene2150
	-3.3695
	2.2827e-11
	1.2077e-10
	

	Novelgene2427
	-4.7453
	3.0002e-21
	2.6514e-20
	

	HaeL11437.gene
	-4.2114
	4.6022e-08
	1.9059e-07
	CYP3A17

	HaeL14672.gene
	-2.6662
	6.0757e-06
	1.9389e-05
	Cyp4c3

	HaeL19371.gene
	-3.5499
	1.0974e-14
	7.1869e-14
	

	Novelgene2806
	-2.5241
	0.00034081
	0.00083716
	

	Novelgene3450
	-2.881
	1.9764e-20
	1.6909e-19
	

	HaeL17563.gene
	-3.1391
	0.00049717
	0.0011836
	CYP2U1

	HaeL22592.gene
	-3.8926
	0.0012858
	0.002777
	TBXAS1
(Thromboxane A Synthase 1)

	Novelgene2913
	-5.2996
	4.5031e-05
	0.00012897
	

	Novelgene3457
	-4.8942
	1.7103e-05
	5.1321e-05
	TBXAS1

	HaeL22595.gene
	-4.9547
	5.238e-33
	6.5006e-32
	CYP6A1

	HaeL22602.gene
	-2.5209
	1.3504e-35
	1.7516e-34
	CYP6B1

	HaeL22604.gene
	-2.5923
	1.6487e-18
	1.2999e-17
	Cyp6d4

	Gene-id
	log2(FoldChange)
	p_value
	q_value
	Gene Name

	HaeL22869.gene
	-3.1876
	8.0376e-09
	3.5092e-08
	Cyp3a9

	Novelgene1063
	-2.5877
	1.8916e-06
	6.4735e-06
	Cyp3a11

	Novelgene340
	-3.9791
	0.0024115
	0.004863
	

	Novelgene1203
	-2.2121
	6.7154e-09
	2.9543e-08
	Cyp6a13

	Novelgene1222
	-6.1105
	6.5941e-11
	3.3994e-10
	Cyp3a16

	Novelgene2155
	-4.6312
	9.4702e-05
	0.00025609
	Cyp18a1

	Novelgene2230
	-4.683
	2.148e-17
	1.5877e-16
	Cyp2a12

	Novelgene2413
	-5.2928
	7.2551e-07
	2.6353e-06
	Cyp2j5

	Novelgene2829
	-1.912
	0.0023106
	0.0046807
	Cyp3a41a

	Novelgene2950
	-2.4267
	5.3157e-18
	4.0483e-17
	CYP9E2

	Novelgene2968
	-4.215
	0.0008642
	0.0019479
	CYP3A4


Table S5 Expression of Toll Pathway Genes in the RNAi vs. Blank Group
	Gene-id
	Trend
	log2(FoldChange)
	p_value
	q_value
	Gene Name

	HaeL05893.gene
	up
	2.4053
	'1.1041e-09
	'5.2353e-09
	TLR2 (Toll-like receptor 2)

	HaeL06647.gene
	
	3.9715
	'1.0012e-178
	'6.2906e-177
	TLR9 (Toll-like receptor 9)

	Novelgene2354
	down
	-1.4091
	'4.4819e-31
	'5.332e-30
	Dsp1-dorsal switch protein 1


Table S6 Expression of Toll and JAK-STAT Pathway Genes in the RNAi vs. Control Group
	Pathway
	Gene-id
	Trend
	log2(FoldChange)
	p_value
	q_value
	Gene Name

	Toll
	Novelgene921
	down
	-2.6642
	7.1892e-13
	2.928e-12
	traf6(receptor-associated factor 6)

	
	Novelgene3993
	
	-1.0106
	9.4821e-08
	2.1604e-07
	traf6(receptor-associated factor 6)

	JAK-STAT
	Novelgene1420
	
	-1.1464
	0.00079702
	0.00074514
	PIAS1(Protein inhibitor of activated STAT 1)


