Table S3 Determination of up- and down-regulation of genes of interest (GOIs) based on transcriptome sequencing. Unigene expression was calculated using the fragments per kb per million mapped fragments (FPKM) method according to the formula FPKM = 106 C / [(NL) / 103], where FPKM is the expression of unigene A, C is the number of fragments uniquely aligned to unigene A, N is the total number of fragments uniquely aligned to all unigenes, and L is the number of bases in the coding sequence of unigene A. 
	No.
	GOI
	Gene length
	Control_FPKM
	Treatment_FPKM
	log2(treatment_FPKM/control_FPKM)
	up/down
	pvalue
	FDR

	1
	CL554.Contig1_All
	1834
	32.7005
	66.3137
	1.02
	Up
	8.81E-117
	4.19E-115

	2
	CL194.Contig1_All
	1784
	3.7921
	24.0905
	2.6674
	Up
	3.29E-159
	2.05E-157

	3
	CL194.Contig2_All
	1773
	5.4776
	28.6292
	2.3859
	Up
	1.97E-165
	1.28E-163

	4
	CL2377.Contig1_All
	1587
	1.4122
	6.4807
	2.1982
	Up
	1.06E-31
	1.59E-30

	5
	CL2671.Contig3_All
	1839
	93.9756
	219.5588
	1.2242
	Up
	0
	0

	6
	CL4001.Contig3_All
	1793
	5.1388
	161.7018
	4.9758
	Up
	0
	0

	7
	CL4287.Contig2_All
	1915
	62.5264
	251.6665
	2.009
	Up
	0
	0

	8
	CL4799.Contig3_All
	390
	3.4054
	17.5475
	2.3654
	Up
	1.84E-23
	2.16E-22

	9
	CL5341.Contig4_All
	770
	0.3773
	1.7775
	2.2361
	Up
	0.0000211
	0.0000727

	10
	CL5399.Contig4_All
	860
	2.2682
	4.911
	1.1145
	Up
	0.00000464
	0.0000176

	11
	CL5403.Contig3_All
	689
	1.9276
	5.4487
	1.4991
	Up
	5.71E-08
	0.000000272

	12
	CL556.Contig4_All
	1971
	8.5281
	54.7007
	2.6813
	Up
	0
	0

	13
	CL8155.Contig1_All
	1505
	15.3053
	43.9649
	1.5223
	Up
	9.41E-119
	4.55E-117

	14
	CL8199.Contig1_All
	1590
	40.7989
	193.8817
	2.2486
	Up
	0
	0

	15
	CL11757.Contig1_All
	1879
	175.3358
	448.5006
	1.355
	Up
	0
	0

	16
	CL2466.Contig2_All
	983
	5.3199
	17.902
	1.7506
	Up
	9.31E-40
	1.7E-38

	17
	CL2476.Contig1_All
	2113
	46.8266
	94.9424
	1.0197
	Up
	2.91E-191
	2.16E-189

	18
	CL2476.Contig2_All
	425
	2.832
	9.6615
	1.7704
	Up
	1.58E-10
	9.49E-10

	19
	CL4508.Contig1_All
	1554
	7.2645
	29.4175
	2.0177
	Up
	2.2E-121
	1.08E-119

	20
	CL5630.Contig4_All
	1760
	36.9996
	190.2859
	2.3626
	Up
	0
	0

	21
	CL7754.Contig1_All
	1813
	238.7203
	764.992
	1.6801
	Up
	0
	0

	22
	Unigene1793_All
	630
	56.3264
	267.6583
	2.2485
	Up
	0
	0

	23
	Unigene2635_All
	2733
	7.6082
	23.5236
	1.6285
	Up
	4.02E-127
	2.06E-125

	24
	Unigene3242_All
	1652
	4.0197
	8.0721
	1.0059
	Up
	5.91E-14
	4.49E-13

	25
	Unigene4450_All
	1436
	28.7288
	66.1751
	1.2038
	Up
	3.75E-119
	1.83E-117

	26
	Unigene6757_All
	969
	19.1885
	192.8257
	3.329
	Up
	0
	0

	27
	Unigene7583_All
	1125
	2.7669
	6.2917
	1.1852
	Up
	4.37E-10
	2.53E-09

	28
	Unigene8987_All
	201
	2.8908
	12.0625
	2.061
	Up
	5.97E-08
	0.000000283

	29
	Unigene10228_All
	1684
	1.8238
	5.9216
	1.699
	Up
	2.54E-22
	2.85E-21

	30
	Unigene12763_All
	910
	1.8243
	23.6784
	3.6982
	Up
	1.06E-109
	4.72E-108

	31
	Unigene12765_All
	910
	1.4139
	39.9654
	4.821
	Up
	3.32E-220
	2.85E-218

	32
	Unigene14565_All
	1619
	10.0234
	20.4346
	1.0276
	Up
	1.94E-33
	3.04E-32

	33
	Unigene14931_All
	710
	2.1044
	4.902
	1.22
	Up
	0.00000806
	0.0000296

	34
	Unigene15235_All
	1246
	4.7966
	11.8008
	1.2988
	Up
	3.78E-22
	4.23E-21

	35
	Unigene15442_All
	1741
	2.6223
	10.6918
	2.0276
	Up
	9.04E-51
	2.04E-49

	36
	Unigene17080_All
	2182
	34.58
	103.697
	1.5844
	Up
	0
	0

	37
	Unigene17201_All
	360
	53.3783
	576.2692
	3.4324
	Up
	0
	0

	38
	Unigene18031_All
	1475
	6.6124
	13.8925
	1.0711
	Up
	1.06E-22
	1.21E-21

	39
	Unigene18687_All
	393
	1.4785
	4.8758
	1.7215
	Up
	0.0000205
	0.0000706

	40
	Unigene19181_All
	320
	2.594
	15.398
	2.5695
	Up
	7.15E-19
	6.96E-18

	41
	Unigene19630_All
	1792
	6.5544
	41.6155
	2.6666
	Up
	8.89E-275
	9.41E-273

	42
	Unigene19863_All
	363
	2.058
	27.0402
	3.7158
	Up
	5.44E-51
	1.23E-49

	43
	Unigene20977_All
	420
	1.1858
	15.5493
	3.7129
	Up
	2.24E-34
	3.6E-33

	44
	Unigene24860_All
	478
	1.997
	10.3083
	2.3679
	Up
	2.62E-17
	2.38E-16

	45
	Unigene25824_All
	1764
	3.0351
	9.1779
	1.5964
	Up
	2.08E-32
	3.18E-31

	46
	Unigene25987_All
	534
	0.3109
	2.0505
	2.7215
	Up
	0.0000229
	0.0000783

	47
	Unigene39885_All
	1724
	3.563
	10.0714
	1.4991
	Up
	9.59E-32
	1.44E-30

	48
	Unigene40223_All
	882
	1.8823
	6.828
	1.859
	Up
	1.02E-15
	8.48E-15

	49
	Unigene43261_All
	697
	0.8932
	8.0232
	3.1671
	Up
	5.4E-26
	6.88E-25

	50
	Unigene43262_All
	420
	1.087
	15.363
	3.821
	Up
	1.02E-34
	1.65E-33

	51
	CL2465.Contig3_All
	1135
	193.1108
	50.9927
	-1.9211
	Down
	0
	0

	52
	CL422.Contig1_All
	1898
	8.7905
	2.1634
	-2.0226
	Down
	4.05E-46
	8.4E-45

	53
	CL1442.Contig1_All
	1793
	190.5279
	87.5467
	-1.1219
	Down
	0
	0

	54
	CL1442.Contig3_All
	1019
	17.8804
	5.91
	-1.5971
	Down
	1.14E-36
	1.93E-35

	55
	CL1491.Contig3_All
	1833
	16.3026
	3.0081
	-2.4382
	Down
	4E-102
	1.68E-100

	56
	CL1491.Contig4_All
	1785
	14.1601
	5.4113
	-1.3878
	Down
	4.63E-41
	8.69E-40

	57
	CL1912.Contig1_All
	1748
	23.7435
	3.9151
	-2.6004
	Down
	6.54E-152
	3.89E-150

	58
	CL2342.Contig9_All
	2414
	26.8897
	24.8988
	-0.111
	Down
	0.032197
	0.054483

	59
	CL2377.Contig3_All
	1024
	7.255
	0.4965
	-3.8691
	Down
	5.97E-41
	1.12E-39

	60
	CL4044.Contig3_All
	1001
	4.1462
	1.4845
	-1.4818
	Down
	1.23E-08
	6.29E-08

	61
	CL5221.Contig2_All
	2061
	6.0413
	2.3528
	-1.3605
	Down
	1.85E-20
	1.93E-19

	62
	CL7434.Contig1_All
	1908
	14.8352
	6.7021
	-1.1463
	Down
	2.25E-34
	3.61E-33

	63
	CL10212.Contig1_All
	1997
	14.2156
	5.0522
	-1.4925
	Down
	5.05E-51
	1.14E-49

	64
	CL2342.Contig16_All
	2712
	72.1416
	62.4801
	-0.2074
	Down
	8.148E-12
	5.4021E-11

	65
	Unigene6737_All
	830
	97.4585
	47.7752
	-1.0285
	Down
	6.62E-80
	2.23E-78

	66
	Unigene7711_All
	1945
	342.5277
	158.2935
	-1.1136
	Down
	0
	0

	67
	Unigene19492_All
	526
	103.6013
	46.1688
	-1.1661
	Down
	2.56E-66
	7.34E-65

	68
	Unigene20299_All
	849
	2.2487
	0.4146
	-2.4393
	Down
	0.00000008
	0.000000374

	69
	Unigene23516_All
	1965
	8.6809
	3.8011
	-1.1914
	Down
	1.3E-22
	1.48E-21

	70
	Unigene26381_All
	780
	9.897
	4.9133
	-1.0103
	Down
	8.77E-09
	4.54E-08


