The impact of HLA-G, LILRB1 and LILRB2 gene polymorphisms on susceptibility to and severity of endometriosis
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Table S3 LILRB1, LILRB2 and KIR2DL4 genotype and minor allele frequencies in women from Control and Endometriosis groups
	Genotype
	Control (%)
	Endometriosis according to the rAFS (%)
	Endometriosis according to the localization of lesions (%)
	Endometriosis according to the rAFS

vs Control
	Endometriosis according to the localization

of lesions vs Control

	
	
	
	
	P
	OR
	95% CI
	Test for independence
	P
	OR
	95% CI
	Test for independence

	
	
	
	
	
	
	
	p
	χ2
	
	
	
	p
	χ2

	LILRB1 rs41308748:G>A
	N = 314
	N = 199
	N = 241
	
	
	
	
	
	
	
	
	
	

	GG*
	261 (83.12)
	163 (81.91)
	200 (82.99)
	
	1
	
	0.007
	9.93
	
	1
	
	0.01
	9.12

	GA
	49 (15.61)
	24 (12.06)
	28 (11.62)
	0.43
	0.78
	(0.46-1.33)
	
	
	0.26
	0.75
	(0.45-1.23)
	
	

	AA
	4 (1.27)
	12 (6.03)
	13 (5.39)
	0.007a
	4.80
	(1.52-15.15)
	
	
	0.011b
	4.24
	(1.36-13.21)
	
	

	Minor allele A 
	57 (9.08)
	48 (12.06)
	54 (11.20)
	
	
	
	
	
	
	
	
	
	

	LILRB1 rs106168:T>C
	N = 314
	N = 199
	N = 241
	
	
	
	
	
	
	
	
	
	

	TT*
	191 (60.82)
	134 (67.34)
	151 (62.65)
	
	1
	
	0.26
	2.73
	
	1
	
	0.31
	2.37

	TC
	112 (35.67)
	57 (28.64)
	76 (31.54)
	0.12
	0.73
	(0.49-1.07)
	
	
	0.41
	0.86
	(0.60-1.23)
	
	

	CC
	11 (3.51)
	8 (4.02)
	14 (5.81)
	1.00
	1.04
	(0.41-2.65)
	
	
	0.30
	1.61
	(0.71-3.65)
	
	

	Minor allele C 
	134 (21.34)
	73 (18.34)
	104 (21.58)
	
	
	
	
	
	
	
	
	
	

	LILRB2 rs383369:G>A
	N = 314
	N = 199
	N = 241
	
	
	
	
	
	
	
	
	
	

	AA*
	226 (71.97)
	139 (69.85)
	164 (68.05)
	
	1
	
	0.30
	2.40
	
	1
	
	0.13
	4.13

	AG
	82 (26.12)
	59 (29.65)
	76 (31.54)
	0.48
	1.17
	(0.79-1.74)
	
	
	0.22
	1.28
	(0.88-1.85)
	
	

	GG
	6 (1.91)
	1 (0.50)
	1 (0.41)
	0.26
	0.27
	(0.03-2.28)
	
	
	0.25
	0.23
	(0.03-1.93)
	
	

	Minor allele G 
	94 (14.97)
	61 (15.33)
	78 (16.18)
	
	
	
	
	
	
	
	
	
	

	LILRB2 rs724753:C>T
	N = 314
	N = 199
	N = 241
	
	
	
	
	
	
	
	
	
	

	TT*
	107 (34.08)
	70 (35.18)
	82 (34.02)
	
	1
	
	0.63
	0.92
	
	1
	
	0.41
	1.76

	CT
	146 (46.50)
	97 (48.74)
	122 (50.62)
	1.00
	1.02
	(0.68-1.51)
	
	
	0.70
	1.09
	(0.75-1.59)
	
	

	CC
	61 (19.42)
	32 (16.08)
	37 (15.35)
	0.43
	0.80
	(0.48-1.35)
	
	
	0.38
	0.79
	(0.48-1.31)
	
	

	Minor allele C 

	268 (42.68)
	161 (40.45)
	196 (40.66)
	
	
	
	
	
	
	
	
	
	

	KIR2DL4 rs649216:T>C
	N = 314
	N = 203
	N = 244
	
	
	
	
	
	
	
	
	
	

	TT*
	103 (32.80)
	66 (32.51)
	81 (33.20)
	
	1
	
	0.48
	1.46
	
	1
	
	0.27
	2.63

	CT
	150 (47.77)
	89 (43.84)
	103 (42.21)
	0.76
	0.93
	(0.62-1.39)
	
	
	0.49
	0.87
	(0.59-1.28)
	
	

	CC
	61 (19.43)
	48 (23.65)
	60 (24.59)
	0.45
	1.23
	(0.75-2.00)
	
	
	0.35
	1.25
	(0.79-1.98)
	
	

	Minor allele C 

	272 (43.31)
	185 (45.57)
	223 (49.78)
	
	
	
	
	
	
	
	
	
	


H-W, Hardy-Weinberg equilibrium; P, probability; OR, odds ratio; 95% CI, 95% confidence interval from two-sided Fisher’s exact test; χ2df=2, p chi-square test for independence with two degree of for all tested polymorphisms; rAFS, revised American Fertility Society; *Reference; aPcorr. = 0.035; bPcorr. = 0.055
