Table S2 General genome features of the V. cholerae isolates analyzed in this study 
	Isolate
	CHR
	Size 

(bp) 
	GC

(%)
	Predicted gene
	Pseudogene
	rRNA
	tRNA

 
	Hypothetical protein 
	Transposase 
	Reference

	M66-2
	1
	2,892,523
	47.8
	2,784
	19
	22
	93
	779
	8
	Feng et al., 2008

	
	2
	1,046,382
	47.0
	1,044
	9
	0
	4
	488
	11
	

	O395uid58425
	1
	3,024,069
	47.8
	2,861
	1
	25
	92
	905
	12
	Chun et al., 2009

	
	2
	1,108,250
	46.9
	1,137
	-a
	0
	4
	535
	13
	

	O395uid59869
	1
	3,024,078
	47.8
	2,961
	24
	25
	92
	900
	12
	Feng et al., 2008

	
	2
	1,111,222
	46.9
	1,139
	17
	0
	4
	530
	13
	

	N16961
	1
	2,961,146
	47.7
	2,770
	16
	25
	94
	446
	9
	Heidelberg et al., 2000

	
	2
	1,072,314
	46.9
	1,115
	10
	0
	4
	905
	11
	

	IEC224
	1
	3,007,450
	47.7
	2,754
	-
	25
	94
	566
	17
	Garza et al., 2012

	
	2
	1,072,136
	46.9
	1,033
	-
	0
	4
	346
	11
	

	MJ1236
	1
	3,149,584
	47.5
	2,897
	13
	22
	94
	753
	8
	Chun et al., 2009

	
	2
	1,086,784
	47.0
	976
	8
	0
	4
	393
	12
	

	2010EL-1786
	1
	3,031,375
	47.7
	2,902
	-
	22
	75
	908
	15
	Reimer et al., 2011

	
	2
	1,046,265
	47.0
	1,044
	-
	0
	4
	488
	11
	

	LMA3984-4
	1
	2,791,729
	48.1
	2,328
	137
	25
	89
	343
	5
	Sá et al., 2012

	
	2
	946,989
	47.6
	825
	35
	0
	3
	227
	1
	

	CHN108B
	1
	3,083,301
	47.6
	2,832
	42
	22
	73
	553
	12
	This study

	
	2
	1,085,244
	46.8
	1,075
	22
	0
	3
	332
	15
	


a: not found.
