Table S1. Statistics for two PacBio read sets used to assemble the new genome draft sequence.
	
	PacBio I
	PacBio II

	Total sequences
	5032997
	1473975

	Total bases
	15698613889
	9924430728

	Min sequence length
	50
	15

	Max sequence length
	35190
	45973

	Average sequence length
	3119.14
	6733.11

	Median sequence length
	2079.00
	5313.00

	As (%)
	31.62
	30.96

	Ts (%)
	29.82
	30.76

	Gs (%)
	18.93
	19.49

	Cs (%)
	19.62
	18.79

	(A + T)s (%)
	61.45
	61.72

	(G + C)s (%)
	38.55
	38.28


 
[bookmark: _GoBack]
