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Figure S1. Construction of agll deletion cassettes and characterization of mutant
strains using PCR and RT-PCR. (A) Organisation of agll locus in WT and mutant
strains of T. atroviride. The agll was replaced by hygB cassette by homologous
recombination resulting in generation of Aagll strains. (B) PCR verification of Aagll
strains using primers located in the hygB cassette in combination with primers located
upstream and downstream from the deletion cassette. PCR products of ~2.9 were
expected from a correct gene replacement. M, gene ruler DNA ladder mix; 1-5,
independent Aagll strains; 6 WT strain. (C) RT-PCR analysis of agll gene expression
in WT and Aagl1 strains using agl1 specific primers. M, gene ruler DNA ladder mix; 1,
WT; 2-4, independent Aagll strains. Primer combinations used for PCR and RT-PCR
are given above the images. The small arrow heads indicate the location of primers
used to construct the deletion cassette and analysis of mutants using PCR.



