Supplementary materials
Table S1 The primer for site-directed mutagenesis
	Primer
	Sequence

	phage-PYCR1-NotI-R
	CGACGCGGCCGCgATCCTTGCCCGCTGGGGCCA

	PYCR1-mut-F
	TTCACAGCCCTGGATaCCCTGGCTGATGGGG

	PYCR1-mut-R
	CCCCATCAGCCAGGGtATCCAGGGCTGTGAA

	phage-PYCR1-SalI-F
	TGACGTCGACaATGAGCGTGGGCTTCATCGG



Table S2 Enzyme activity test results
	
	Protein concentration(ug/ul)
	A1
	A2
	ΔA
	Enzyme activity(nmol/min/mg)
	Mean value
	Standard deviation
	P value

	WT1
	1.62
	0.79
	0.26
	0.54
	17.36
	17.78
	0.62
	<0.001

	WT2
	1.47
	0.79
	0.26
	0.52
	18.71
	
	
	

	WT3
	1.61
	0.79
	0.26
	0.53
	17.26
	
	
	

	Mut1
	1.49
	0.46
	0.26
	0.19
	7.34
	8.12
	0.64
	

	Mut2
	1.26
	0.47
	0.26
	0.20
	9.09
	
	
	

	Mut3
	1.36
	0.48
	0.29
	0.19
	7.95
	
	
	



[bookmark: OLE_LINK44][bookmark: OLE_LINK45]Fig. S1 The sanger sequence of WT and mutant plasmids
[image: ]

image1.tiff
C.599G>A p.A187T

phagePYCR1-wtF.abl-—> Quality(0-100):77 2645130207 [
= 7= £ 7
1,000 c 4 G G T G 3 c 4 T G T
Wild type A |
5520 o5 5540 o [T o0 o0 s s G600 56w 6700 8710
phage-PYCR 1-mutF.ab1—>
= 7
.
Mutant
8510 5520 550 5540 650 5560 8570 550 hso0 G0 8610 Eex0 o 0 o S0 8710





