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[image: image3.png]Supplementary Table $1: Polymorphisms not significant in Stage Il or in joint analysis. Of the 35 SNPs considered for Stage Il analysis and/or joint analysis, we observed that select SNPs
did not show statistical significance (p <0.05)

Supplementary Table $1

Joint Analysis
dbSNP rs# (Chromosome| Stage | 3* p|Stage Il 3* p ! ! Cases Controls
2 p {F FDR{ OR@%C) | CR AFL
i i A |AB|BB. » |AA|AB(BB

e lasTh2 ntron B6E05 | 191EQ1 |274E03]120802 {085 077095) {100 411548 671232 1451 502 {747 |285 1534
ssorsos  |sgzz oTossYSDE? [19.9 Kb Downstreamy139.2 kb upstrea 9%BE04 | 1BIEO! |5.4BE03| 212602 | 085 ©.770.96) | 100 30] 744|585 123 1452| 720 |Be0 165 1535,
sz [1piz RRCACIRAG?  |432.4 Kb Downstieam/B083.4 kb upstiearn | <GBED4 | 16BEDN | S4TEDI{191E02 | 1.25 (107 1.47) }1 m 12}m95 328| 21 1445|1229 |268| 17 1534
siosose 120131 |AMIGO2ISEC38A4 (173 Kb DownstieamiT 5 kb upstrean SUSEDE | SMED |1S0E02 | 4TGEDZ| 081 6905 |10 0{1190/240) 13 11 1212/ 300 16, 155
stosesr  |ogias swies xon 154803 | 299E01 |176E02)515E.02) 088 £.400) |1.00 47] 443 | 705|303 1451 | 418 | 753|364, 1535
o |ioqe1s  |oaTicsTis 1055 kb Downstreamy173.7 kb upsteam | B1GE05 | 700E01 |320E02|8E2E02) 112 (1.01,1.25) {10 38 533 693227 1453 623 695 217 1535
oo |seau o022 ntron BEBE04 | S43E01 |370E02 925E02 | 1.12 (1.01,1.25) }mn 35} 605 |546(202 1453 681 [679(176 1536
srose |1opta oPTNICODG3 16.1 Kb Upstream2.3 kb upstream IEIE04 | BA2E01 |3BAED2|BIBE02 | 1.15 (1.01,1.31) 3n91 223 713 |435| 58 1208 973|478 74 1525
osisis |i2gis o ntron B24E04 | BOBED! |434E02 {9.50E02 | 089 (080,1.00) {099 29} 749 |572|10B 1427 | 748 |645|133 1626
i ioge1s  |oaTichsTis 105 5 kb Downstreamy174 kb upstrean 104ED4 | SO9ED1 |BOZEO2{124ED01] 1.11(1.00,1.23) }1 m 35} 545 (B3| 224 1452 625 [698(213 1536
s s |menmes 1465 b Dowrsreami=71.7 kb downstear | BPOECS | OBSEDT|708E02 13601 | 067 075101 {098 131068 4| 24 1414 1129) 87 31 1627
77z 17133 |oRsAZIORIDS |55 kb Downstreams 3 kb downsteam 52BED4 | 943E01 |BIBE2]1S0ED1 | 1.17 (0.98.1.38) 095 10{1084|258| 20 1362 1208|240 20 1468
st |iogzs2  lacsis ntron S41E04 | 9GOE01 |1.22E01|214E01| 092 0831.02) | 100 50 400 |90 359 1449 386 | 744 404 1534
stizs7153 [1opta - ntron 9E7E04 | 923E01 |134ED1 | 223E01 | 089 (077,1.04) }DBE 15}m4n 339| 24 1403|1095 387 | 37 1519
s |isqis2 ot ntron BA7EQ4 | 979E01 |147EDT | 234E01 | 089 (075,1.04) 31 m 1 31171 265 15 1452|1204 |308| 20 1532
iz [13q143  |CECTHSUGTI |11 kb Downstreamy3 kb downstream 153E04 | BOIED |204E01 |3 11EDH| 107 0961.20) {100 31 602|616 151 1449) 741 658 139 1532
tesan |ons VLLT3ISLC24A7  |354 Kb Downstieami195.7 kb upstream 149E03 | BEBEDI |205E01 299601 | 109 0.95,1.25) 0.9 18] 345 |417| &2 1414 1055|420 52 1527
siotiess [spias GUSBL2ICDHTS  [1493 Kb Upstream/i26.9 kb upstream IWEM4 | BIOEDT |209E01 | 293E01 | 1.07 (L96,1.18) : 100 43} 464 |701(283 1448 529 716288 1533
s s |menmies 1508 Kb Downstream/348.8 kb downstream | B39E04 | BEUEQT |275E011370E01 {082 060,107) | 1.00 151061 |385 | 25 1452|1097 |405| 33 1539
s iz |oovers 93,2 kb Downstream BBIEDS | 620E01 |293E01| 299501 | 094 ©83,1.08) | 100 21 916 |472] 67 | 1455 932 | 534 70 | 1538,
sz |aggs cThi0023 26 b Downstream/B4 kb downstream 13BE03 | BESED1 |327ED1|424ED1] 105 (0.95,1.17) }1 m 43} 455 (717|278 1450 513 |735|287 1535
smaia |2 010 ntron 121803 | BI7E0I | IENN | 4SSED | 105 095119 | 1.0 1] a2 0 1452) 32 | 753 2 1530
stz [ps ot ntron 7NEQ4 | 7HEQS |400ED1|4EIEDN | 105 094118 | 100 28| 792 [543 107 1447 | 854|577 100 1531
sowizrr  |sgzz Spc2iPTDSST  [1057 Kb Upstreamisa.3 kb downstieam 263503 | 3WE02 |BADEDT |747E01|104089120) 100 1311081 (347 25 1453|1157 351 | 28 153
sossra |isqn |orsones ntron 157E04 | 1O7ED1 | 785E01|BSEEDT | 0.99 (0.89,1.09) }1 m 47} 416 (717|316 1448 450 |727 |356 1533
T ntron 242603 | 179E01 |BESEDT {935E01 | 0.99 (L851.14) 31 m 153m59 359| 30 1448|1114|391| 29 1534
im0 1431 |SLC35FAIOT4or0s (305 Kb Downstream9.5 kb Upsteam 4S9ED4 | 9ATEM |91EDT OETEDT 098 83111) {100 36 595 |587 179 1451 | 641|677 215 1534
et s Spc2PTDSST  [146.9 Kb Upstreami12.1 kb downsteam 121E03 | BBED |949E01 {9 77EDN | 101 0861.17) 100 12{1111(322) 20 1453 1178|336 23 15%
si45i991  |sq@i.13  |OG728643/Mx16 341 kb Downstream108 kb upstrean 219603 | 125E01 |9.95E01 {9.95E01 | 1.00 08B1.14) | 1.00 191 941 |458| 51 11450 998 [483| 55 1536

2%, chi-square; FDR, false discovery rate; OR, odds ratio; CI, confidence interval; CR, call rate; M, minor alele; MAF, minor allele frequency, genotypes: A4 - wild homozygous, AB - heterozygous, BB - variant
homozygous; 7, sample size.





