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Supplementary Table S1 The African dataset.
	Labels
	Populations
	Number of individuals
	Sources

	ACB
	African Caribbean in Barbados
	96
	1000 Genomes

	ASW
	African ancestry in Southwest USA
	61
	1000 Genomes

	BGM
	Gurmatche in Burkina Faso
	15
	Triska et al. 2015

	BGR
	Gurunsi in Burkina Faso
	16
	Triska et al. 2015

	BM1
	Mossi I in Burkina Faso
	50
	Busby et al. 2016

	BM2
	Mossi II in Burkina Faso
	17
	Triska et al. 2015

	CBT
	Bantu in Cameroon
	50
	Busby et al. 2016

	CSB
	Semi-Bantu in Cameroon
	50
	Busby et al. 2016

	ESN
	Esan in Nigeria
	99
	1000 Genomes

	GF1
	Fula I in the Gambia
	47
	Busby et al. 2016

	GF2
	Fula II in the Gambia
	48
	Busby et al. 2016

	GJL
	Jola in the Gambia
	50
	Busby et al. 2016

	GMD
	Mandinka II in the Gambia
	50
	Busby et al. 2016

	GMJ
	Manjago in the Gambia 
	47
	Busby et al. 2016

	GNA
	Akans in Ghana
	50
	Busby et al. 2016

	GNK
	Kasem in Ghana
	50
	Busby et al. 2016

	GNN
	Nankam in Ghana
	50
	Busby et al. 2016

	GSH
	Serehule in the Gambia 
	47
	Busby et al. 2016

	GSR
	Serere in the Gambia 
	50
	Busby et al. 2016

	GWD
	Gambian in Western Division – Mandinka
	113
	1000 Genomes

	GWL
	Wollof in the Gambia 
	48
	Busby et al. 2016

	MLB
	Bambara in Mali
	50
	Busby et al. 2016

	MLM
	Malinke in Mali
	49
	Busby et al. 2016

	MSL
	Mende in Sierra Leone
	85
	1000 Genomes

	YRI
	Yoruba in Ibadan, Nigeria
	108
	1000 Genomes



Supplementary Table S2 Intermediate quality control results for the African dataset.
	Quality control steps
	Number of Individuals
	Number of SNPs

	Obtained dataset
	1,396
	320,007

	Filter out non-founders
	1,396
	320,007

	Filter only Chr 1-22
	1,396
	320,007

	LD pruning (r2<0.2)
	1,396
	156,713

	HWE (0.001)
	1,396
	155,862

	Call rate (95%)
	1,396
	155,862

	Filter out missing SNPs (2%)
	1,396
	155,752

	MAF (0.05)
	1,396
	138,111
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Supplementary Table S3 Genetic distance (FST) among all ethnic groups of African dataset computed using Hudson’s method.
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	0.002
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	0.005
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	0.001
	0.001
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	0.004
	0.004
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	0.002
	

	CBT
	0.005
	0.010
	0.005
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	0.005
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	YRI
	0.006
	0.006
	0.006
	0.003
	0.004
	0.004

	CSB
	0.004
	0.009
	0.004
	0.004
	0.003
	0.004
	0.001
	
	
	
	
	
	GSR
	GWD
	GWL
	MLB
	MLM
	MSL

	ESN
	0.004
	0.010
	0.003
	0.004
	0.003
	0.004
	0.004
	0.002
	
	
	
	
	
	
	
	
	
	

	GF1
	0.016
	0.014
	0.020
	0.021
	0.021
	0.021
	0.024
	0.023
	0.024
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	0.004
	0.009
	0.003
	0.003
	0.002
	0.003
	0.005
	0.004
	0.005
	0.018
	
	
	
	
	
	
	
	

	GJL
	0.010
	0.015
	0.008
	0.009
	0.008
	0.008
	0.011
	0.010
	0.011
	0.022
	0.005
	
	
	
	
	
	
	

	GMD
	0.006
	0.010
	0.005
	0.005
	0.004
	0.005
	0.008
	0.006
	0.007
	0.017
	0.001
	0.003
	
	
	
	
	
	

	GMJ
	0.007
	0.012
	0.006
	0.006
	0.005
	0.006
	0.009
	0.008
	0.008
	0.019
	0.003
	0.003
	0.001
	
	
	
	
	

	GNA
	0.003
	0.010
	0.002
	0.003
	0.002
	0.002
	0.005
	0.003
	0.003
	0.022
	0.002
	0.009
	0.005
	0.006
	
	
	
	

	GNK
	0.004
	0.010
	0.001
	0.001
	0.001
	0.002
	0.005
	0.004
	0.003
	0.021
	0.003
	0.009
	0.005
	0.006
	0.002
	
	
	

	GNN
	0.004
	0.010
	0.001
	0.001
	0.001
	0.002
	0.005
	0.003
	0.003
	0.021
	0.002
	0.009
	0.004
	0.006
	0.001
	0.000
	
	

	GSH
	0.005
	0.010
	0.004
	0.005
	0.004
	0.004
	0.007
	0.006
	0.007
	0.017
	0.001
	0.005
	0.001
	0.003
	0.005
	0.004
	0.004
	

	GSR
	0.006
	0.011
	0.005
	0.006
	0.004
	0.005
	0.008
	0.007
	0.007
	0.017
	0.002
	0.003
	0.000
	0.002
	0.005
	0.005
	0.005
	0.001

	GWD
	0.006
	0.011
	0.005
	0.006
	0.004
	0.005
	0.008
	0.007
	0.007
	0.018
	0.002
	0.002
	0.000
	0.001
	0.005
	0.005
	0.005
	0.001

	GWL
	0.006
	0.011
	0.005
	0.006
	0.005
	0.005
	0.008
	0.007
	0.008
	0.016
	0.002
	0.004
	0.001
	0.002
	0.006
	0.006
	0.005
	0.001

	MLB
	0.004
	0.009
	0.002
	0.002
	0.001
	0.002
	0.005
	0.004
	0.004
	0.019
	0.001
	0.007
	0.002
	0.004
	0.002
	0.002
	0.002
	0.002

	MLM
	0.004
	0.010
	0.003
	0.003
	0.002
	0.003
	0.006
	0.005
	0.005
	0.018
	0.000
	0.006
	0.001
	0.003
	0.003
	0.003
	0.003
	0.001

	MSL
	0.005
	0.011
	0.004
	0.004
	0.003
	0.004
	0.006
	0.005
	0.005
	0.021
	0.001
	0.007
	0.003
	0.004
	0.003
	0.003
	0.003
	0.003

	YRI
	0.003
	0.009
	0.002
	0.003
	0.002
	0.003
	0.003
	0.002
	0.001
	0.022
	0.003
	0.010
	0.005
	0.007
	0.002
	0.002
	0.002
	0.005

	
	ACB
	ASW
	BGM
	BGR
	BM1
	BM2
	CBT
	CSB
	ESN
	GF1
	GF2
	GJL
	GMD
	GMJ
	GNA
	GNK
	GNN
	GSH
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Supplementary Table S4 Clusters obtained by IPCAPS in the African dataset. Columns highlighted in grey refer to supplementary groups of individuals, which are regarded as outliers.
	Populations
	IPCAPS groups
	Totals

	
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12
	13
	14
	15
	16
	17
	18
	19
	20
	21
	

	ACB
	0
	0
	0
	0
	0
	0
	10
	0
	0
	39
	41
	4
	0
	0
	0
	0
	0
	0
	0
	0
	2
	96

	ASW
	0
	0
	0
	0
	0
	0
	1
	0
	0
	4
	24
	19
	0
	2
	4
	0
	2
	2
	0
	3
	0
	61

	BGM
	0
	0
	0
	0
	0
	15
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	15

	BGR
	0
	0
	0
	0
	0
	16
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	16

	BM1
	0
	0
	0
	0
	0
	50
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	50

	BM2
	0
	0
	0
	0
	0
	17
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	17

	CBT
	0
	0
	0
	0
	0
	0
	0
	48
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	0
	50

	CSB
	0
	0
	0
	0
	0
	0
	1
	0
	49
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	50

	ESN
	0
	0
	0
	0
	0
	0
	94
	0
	0
	0
	0
	0
	2
	0
	0
	3
	0
	0
	0
	0
	0
	99

	GF1
	47
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	47

	GF2
	0
	3
	43
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	48

	GJL
	0
	0
	0
	0
	50
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	50

	GMD
	0
	0
	0
	50
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	50

	GMJ
	0
	0
	2
	42
	1
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	47

	GNA
	0
	0
	0
	0
	0
	50
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	50

	GNK
	0
	0
	0
	0
	0
	50
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	50

	GNN
	0
	0
	0
	0
	0
	50
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	50

	GSH
	0
	0
	7
	40
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	47

	GSR
	0
	0
	3
	47
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	50

	GWD
	0
	0
	3
	108
	1
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	113

	GWL
	0
	0
	1
	47
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	48

	MLB
	0
	0
	50
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	50

	MLM
	0
	0
	45
	3
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	49

	MSL
	0
	84
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	85

	YRI
	0
	0
	0
	0
	0
	1
	107
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	108

	Totals
	47
	87
	155
	339
	52
	249
	213
	48
	49
	44
	66
	25
	2
	2
	4
	3
	2
	2
	2
	3
	2
	1396





