Quantitative Phosphoproteomics Reveals Diverse Stimuli Activate Distinct Signaling Pathways During Neutrophil Activation
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Fig S1 Neutrophils were treated with high glucose, LPS, PMA and homocysteine for 30 minutes and lysed. Cell lysates were processed for immunoblotting and probed for phospho-tyrosine antibody.
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Fig S2 Hierarchical clustering of differentially expressed phosphorylated peptides in any one of the conditions in neutrophils treated with High glucose (HG), LPS, homocysteine (HCY). a) Differentially expressed hyperphosphorylated peptides, b) hypophosphorylated peptides. Scale bar showing the magnitude of the phosphorylation.
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Fig S3 Gene Ontology indicating biological processes enriched in (a) overall proteins obtained in the phosphoproteomic analysis of Neutrophils, and treated with (b) High glucose, (c) homocysteine and (d) LPS.
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Fig S4 Raw data for immunoblots for citrullinated histone levels in different individuals.
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