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Figure A2: Schematic setup of the automated VHF telemetry. Represented are the omnidirectional 
antennas, the automated receiving unit (ARU, grey box) and the connecting cables (grey lines); Dots 
are the location of live traps of the trapping grid. 

 

Figure A1: Setup of individual difference test. Highlighted are the respective test parts of the setup. A) 
Emergence test, B) Dark-Light test, C) Open field test  
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Table A1: Descriptive statistics for the studied space use and microhabitat response variables. Home 
ranges refer to Kernel 95 % and core areas to Kernel 50 %. 

 

 

 

 

Table A2: Repeatability of variables measured in the individual difference test. R represents the 
repeatability estimate, SE the standard error of R, CI low and CI up the lower and upper limit of the 
95% -confidence interval, and the p-value for a log likelihood ratio test, testing a significant difference 

from zero with an assumed significance level of alpha  0.05. Models based on count data (numbers 
of crossings, sections, jumps, and activity) were calculated with a Markov-Chain-Monte-Carlo mixed 
model and a Poisson distribution. For these models no p-value can be obtained, since the Bayesian 
approach conflicts with the null hypothesis testing.  

 

 

 

 

 

 

 



 

 

 

Figure A3: Comparison of ground cover and maximum vegetation height against the dominant 
vegetation types. The statistical comparison shows the results of GLMMs with the factor type 
consisting of two levels. The grassy vegetation is thereby in the intercept and the represented values 
refer to the tree/shrubs. Significant differences are marked with asterisks. The graphs are based on 
raw data of both vegetation variables.  



 

 

 

Figure A4: Components of the Principal Component Analysis (PCA). a)  Screeplot of the PCA as a basis 
of deciding how many components to use. Represented are the actual data (blue line) and the 
simulated data (red dotted line). b) Division of variables on the two principal components and the 
obtained interpretation of scores (blue). 

  

 

 

 

 



 

 

Table A3: Overview of PCA loadings and explained amount of variance. Latencies to investigate and 
emerge were inverted beforehand.  

 

 

 

 

 

Figure A5: Distribution of exploration scores (A) and boldness scores (B) of all tested individuals (grey 
circles) and those tracked via VHF telemetry (red squares).  

 

 

 



 

 

Table A4: Number of individuals tested for individual differences on the respective sites. Represented 
are the total numbers per site as well as separated by sex. 

 

 

 

 



 

 

 

 

Figure A6: Effects of exploration on the home range and core area size (a, b), the spatial interactions 
(c, d) and the movement distance (e) of 21 radio-tracked M. glareolus. Represented are the effects 
obtained from LMMs or GLMMs (line and shaded 95%-confidence intervals) and the raw data of 
individuals (dots). Model effects were back transformed to the original data scale for visual 
representation if needed.  



 

 

 

Figure A7: Effects of boldness (a, b) and exploration (c, d) on the number of mean trapping points from 
conspecific, residential individuals within the home ranges of 21 radio-tracked M. glareolus. 
Represented are the effects obtained from GMMs (line and shaded 95%-confidence intervals) and the 
raw data of individuals (dots). Model effects were back transformed to the original data scale for visual 
representation.  



 

 

 

Figure A8: Comparison of core area and home range regarding max. vegetation height and ground 
cover. The statistical comparison shows the results of GLMMs with the factor area consisting of two 
levels. The core area is thereby in the intercept and the represented values refer to the home range. 
Significant differences are marked with asterisks.  

 

 

Figure A9: Exemplary interpolation of maximum vegetation height (A) and the percentage of ground 
cover (B) on one of the trapping grids, based on measured points on each trap location (dots). The 
colour gradient resembles an increase in vegetation height or percentage of ground cover from light 
to dark. 



 

 

Table A5: Results of linear mixed models with density as an additional fixed factor to assess if 

differences in population densities on the study sites had an effect on the home range and core area 

sizes. Separate models were calculated for either of the two personality traits. Interactions between 

boldness and density, and exploration and density respectively, were tested but excluded via 

backwards model selection (p > 0.05). 

 


