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Data set 3 

Not enough information is available to model the whole range of dilution rates. 
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Total biomass (CX+CL) r2 = 0.94 (n=5) 

Lipids (CL) r2 = 0.94 (n=5) 
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Data set 4 

Because in this dataset both the dilution rate and the C/N-ratio was different for each data 

point, it is not possible to display these data in a 2D-graph. 

 

Total biomass (CX+CL) r2 = 0.93 (n=7) 

Lipids (CL) r2 = 0.90 (n=7) 

C-source concentration (CS) r2 = 0.48 (n=7) 
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Data set 5 
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Total biomass (CX+CL) r2 = 0.85 (n=20) 

Lipids (CL) r2 = 0.99 (n=20) 

C-source concentration (CS) r2 = 0.91 (n=18) 
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Data set 6 
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Total biomass (CX+CL) r2 = 0.88 (n=6) 

Lipids (CL) r2 = 0.93 (n=6) 

C-source concentration (CS) r2 = 0.96 (n=6) 
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Data set 7 

Results for all four sugars were fitted together with the same parameter values in moles, but 

because of different molar weights of the sugars, modeling results are slightly different and 

shown in separate graphs. 

 

Glucose and xylose (30 g/Cmol) 
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Sucrose and lactose (28.5 g/Cmol) 
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Total biomass (CX+CL) r2 = 0.95 (n=32) 

Lipids (CL) r2 = 0.90 (n=32) 
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Data set 8 
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Total biomass (CX+CL) r2 = 0.94 (n=14) 

Lipids (CL) r2 = 0.83 (n=14) 

C-source concentration (CS) r2 = 0.99 (n=7) 

N-source concentration (CN) r2 = 0.23 (n=7) 
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Data set 9 
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Total biomass (CX+CL) r2 = 0.95 (n=9) 

Lipids (CL) r2 = 0.99 (n=9) 

C-source concentration (CS) r2 = 0.99 (n=4) 

N-source concentration (CN) r2 = 0.95 (n=5) 
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Data set 10 
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Total biomass (CX+CL) r2 = 0.97 (n=11) 

Lipids (CL) r2 = 0.93 (n=11) 

C-source concentration (CS) r2 = 0.97 (n=11) 
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Data set 11  
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Total biomass (CX+CL) r2 = 0.96 (n=5) 

Lipids (CL) r2 = 0.95 (n=5) 

C-source concentration (CS) r2 = 0.97 (n=5) 
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Data set 12 
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Total biomass (CX+CL) r2 = 0.97 (n=10) 

Lipids (CL) r2 = 0.99 (n=9) 



 13 

Dataset 14 

Not enough information is available to fit all data points. 

D (h
-1

)

0.00 0.02 0.04 0.06 0.08 0.10 0.12

b
io

m
a
s
s
, 

lip
id

s
 (

g
 L

-1
)

0

2

4

6

8
C

X
 + C

L

C
L

 

 

Total biomass (CX+CL) r2 = 0.97 (n=6, D ≥ 0.02) 

Lipids (CL) r2 = 0.99 (n=6, D ≥ 0.02) 

 


