[bookmark: _Hlk486230290]Supplementary Table 1. Comparison of the gut microbiome between non-IBD participants and Crohn’s disease

	Phylum
	Familiy
	Genus
	Non-IBD (%)
	CD (%)
	P value

	Increased in CD
	
	
	
	

	
	Proteobacteria
	Enterobacteriaceae
	Escherichia
	3.1714
	10.5238
	<0.001

	
	Firmicutes
	Lachnospiraceae
	(Ruminococcus gnavus)
	1.7380
	3.6545
	0.007

	
	Proteobacteria
	mitochondria
	Unclassified
	0.7077
	2.5845
	<0.001

	
	Firmicutes
	Clostridiaceae
	Clostridium
	0.2509
	1.8442
	0.003

	
	Fusobacteria
	Fusobacteriaceae
	Cetobacterium
	0.0002
	0.8402
	0.006

	
	Proteobacteria
	Unclassified
	Unclassified
	0.2481
	0.8823
	<0.001

	
	Proteobacteria
	Pasteurellaceae
	Actinobacillus
	0.0598
	0.6271
	0.029

	
	Firmicutes
	Enterococcaceae
	Enterococcus
	0.0570
	0.5680
	0.032

	
	Unclassified
	Lachnospiraceae
	Lachnoanaerobaculum
	0.0547
	0.1999
	0.038

	
	Bacteroidetes
	Unclassified
	Unclassified
	0.0315
	0.1230
	<0.001

	
	Crenarchaeota
	Unclassified
	Unclassified
	0.0103
	0.0405
	0.001

	
	Proteobacteria
	Xanthomonadaceae
	Stenotrophomonas
	0.0067
	0.0294
	0.032

	
	Euryarchaeota
	Unclassified
	Unclassified
	0.0059
	0.0268
	<0.001

	
	Proteobacteria
	Moraxellaceae
	Acinetobacter
	0.0094
	0.0300
	0.027

	
	Proteobacteria
	Unclassified
	Unclassified
	0.0052
	0.0209
	0.003

	
 Decreased in CD
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	Firmicutes
	Ruminococcaceae
	Faecalibacterium
	4.5848
	0.7923
	0.022

	
	Firmicutes
	Lachnospiraceae
	Coprococcus
	2.5268
	0.5909
	0.002

	
	Bacteroidetes
	Paraprevotellaceae
	Prevotella
	2.3807
	0.6513
	0.014

	
	Firmicutes
	Lachnospiraceae
	Roseburia
	2.1750
	0.4568
	<0.001

	
	Firmicutes
	Ruminococcaceae
	Gemmiger
	1.7596
	0.1307
	0.024

	
	Firmicutes
	Lachnospiraceae
	Unclassified
	2.4398
	1.1317
	0.021

	
	Proteobacteria
	Pseudomonadaceae
	Pseudomonas
	1.0911
	0.0936
	0.021

	
	Firmicutes
	Ruminococcaceae
	Unclassified
	1.1485
	0.2203
	0.007

	
	Bacteroidetes
	Rikenellaceae
	Alistipes
	1.1972
	0.2920
	0.043

	
	Firmicutes
	Ruminococcaceae
	(Ruminococcus bromii)
	1.2501
	0.4116
	0.027

	
	Actinobacteria
	Coriobacteriaceae
	Collinsella
	1.3352
	0.5120
	0.030

	
	Bacteroidetes
	Odoribacteraceae
	Odoribacter
	0.8327
	0.1610
	0.022

	
	Proteobacteria
	Helicobacteraceae
	Helicobacter
	0.5851
	0.0225
	<0.001

	
	Spirochaetes
	Brachyspiraceae
	Brachyspira
	0.5483
	0.0008
	0.003

	
	Firmicutes
	Ruminococcaceae
	Oscillospira
	1.1309
	0.5876
	0.047

	
	Firmicutes
	Veillonellaceae
	Phascolarctobacterium
	0.6874
	0.1820
	0.037

	
	Firmicutes
	Mogibacteriaceae
	Unclassified
	0.3392
	0.1426
	0.019

	
	Bacteroidetes
	Odoribacteraceae
	Butyricimonas
	0.2647
	0.0791
	0.038

	
	Synergistetes
	Synergistaceae
	Cloacibacillus
	0.1545
	0.0017
	0.012

	
	Firmicutes
	Christensenellaceae
	Unclassified
	0.1721
	0.0231
	0.004

	
	Synergistetes
	Synergistaceae
	Synergistes
	0.1472
	0.0007
	0.006

	
	Firmicutes
	Ruminococcaceae
	Unclassified
	0.1553
	0.0520
	0.001

	
	Bacteroidetes
	Paraprevotellaceae
	Paraprevotella
	0.0973
	0.0025
	0.006

	
	Proteobacteria
	Desulfovibrionaceae
	Bilophila
	0.1333
	0.0623
	0.006

	
	Firmicutes
	Lachnospiraceae
	Lachnobacterium
	0.0618
	0.0003
	0.009

	
	Firmicutes
	Lachnospiraceae
	Anaerostipes
	0.0558
	0.0015
	<0.001

	
	Proteobacteria
	Desulfovibrionaceae
	Desulfovibrio
	0.0870
	0.0369
	0.001

	
	Synergistetes
	Dethiosulfovibrionaceae
	TG5
	0.0378
	0.0045
	<0.001

	
	Firmicutes
	Unclassified
	Unclassified
	0.0247
	0.0009
	0.005

	
	Euryarchaeota
	Methanobacteriaceae
	Methanobrevibacter
	0.0092
	0.0000
	<0.001

	
	Firmicutes
	Erysipelotrichaceae
	Unclassified
	0.0097
	0.0008
	0.002

	
	Proteobacteria
	Unclassified
	Unclassified
	0.0085
	0.0000
	<0.001

	
	Firmicutes
	Christensenellaceae
	Christensenella
	0.0079
	0.0018
	0.002

	
	Bacteroidetes
	Unclassified
	Unclassified
	0.0056
	0.0004
	<0.001

	
	Lentisphaerae
	Victivallaceae
	Victivallis
	0.0040
	0.0000
	0.035

	
	Bacteroidetes
	Paraprevotellaceae
	YRC22
	0.0038
	0.0000
	0.002

	
	Lentisphaerae
	Victivallaceae
	Unclassified
	0.0037
	0.0000
	<0.001

	
	Proteobacteria
	Oxalobacteraceae
	Oxalobacter
	0.0033
	0.0000
	0.003

	
	Actinobacteria
	Coriobacteriaceae
	Enterococcus
	0.0009
	0.0000
	0.008

	
	Firmicutes
	Lachnospiraceae
	Defluviitalea
	0.0008
	0.0000
	<0.001

	
	Bacteroidetes
	Rikenellaceae
	AF12
	0.0005
	0.0000
	<0.001
























Supplementary Table 2. Comparison of the gut microbiome between non-IBD participants and ulcerative colitis

	
	Phylum
	Familiy
	Genus
	Non- IBD(%)
	UC (%)
	p Value

	Increased in UC
	
	
	
	

	[bookmark: _Hlk486764935]
	Firmicutes
	Lachnospiraceae
	Blautia
	3.4368
	5.5431
	0.013

	
	Firmicutes
	Veillonellaceae
	Veillonella
	1.5887
	3.6861
	0.001

	
	Firmicutes
	unclassified
	unclassified
	0.7014
	2.0950
	0.042

	
	Actinobacteria
	Bifidobacteriaceae
	Bifidobacterium
	1.8499
	3.0617
	0.023

	
	Proteobacteria
	Enterobacteriaceae
	Citrobacter
	0.0222
	1.2209
	0.021

	
	Firmicutes
	Lactobacillaceae
	Lactobacillus
	0.0682
	0.5846
	0.026

	
	Firmicutes
	Lachnospiraceae
	(Ruminococcus gnavus)
	0.0040
	0.0269
	0.043

	
	Proteobacteria
	Rhodobacteraceae
	Paracoccus
	0.0000
	0.0043
	0.033

	
Decreased in UC
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	Bacteroidetes
	Paraprevotellaceae
	Prevotella
	2.3807
	0.3167
	0.050

	
	Firmicutes
	Lachnospiraceae
	Coprococcus
	2.5268
	1.1371
	0.011

	
	Firmicutes
	Lachnospiraceae
	unclassified
	2.4398
	1.2879
	0.001

	
	Proteobacteria
	Pseudomonadaceae
	Pseudomonas
	1.0911
	0.1534
	0.006

	
	Firmicutes
	Ruminococcaceae
	Gemmiger
	1.7596
	0.9539
	0.036

	
	Bacteroidetes
	Rikenellaceae
	Alistipes
	1.1972
	0.4156
	<0.001

	
	Firmicutes
	Ruminococcaceae
	unclassified
	1.1485
	0.3690
	0.012

	
	Bacteroidetes
	Odoribacteraceae
	Odoribacter
	0.8327
	0.1117
	0.011

	
	Proteobacteria
	Helicobacteraceae
	Helicobacter
	0.5851
	0.0030
	0.014

	
	Spirochaetes
	Brachyspiraceae
	Brachyspira
	0.5483
	0.0008
	0.011

	
	Firmicutes
	Ruminococcaceae
	(Ruminococcus bromii)
	1.2501
	0.7435
	0.035

	
	Firmicutes
	Veillonellaceae
	Phascolarctobacterium
	0.6874
	0.2342
	0.001

	
	Firmicutes
	Ruminococcaceae
	Oscillospira
	1.1309
	0.8056
	0.043

	
	Firmicutes
	Mogibacteriaceae
	unclassified
	0.3392
	0.1378
	0.014

	
	Bacteroidetes
	Odoribacteraceae
	Butyricimonas
	0.2647
	0.0734
	0.017

	
	Firmicutes
	Christensenellaceae
	unclassified
	0.1721
	0.0047
	0.011

	
	Synergistetes
	Synergistaceae
	Cloacibacillus
	0.1545
	0.0005
	<0.001

	
	Synergistetes
	Synergistaceae
	Synergistes
	0.1472
	0.0000
	0.001

	
	Proteobacteria
	Desulfovibrionaceae
	Bilophila
	0.1333
	0.0608
	0.022

	
	Proteobacteria
	Desulfovibrionaceae
	Desulfovibrio
	0.0870
	0.0162
	0.031

	
	Firmicutes
	Lachnospiraceae
	Lachnobacterium
	0.0618
	0.0071
	0.005

	
	Bacteroidetes
	Rikenellaceae
	unclassified
	0.0606
	0.0108
	0.024

	
	Firmicutes
	Erysipelotrichaceae
	Asteroleplasma
	0.0414
	0.0000
	0.001

	
	Firmicutes
	Peptococcaceae
	Peptococcus
	0.0445
	0.0072
	0.018

	
	Synergistetes
	Dethiosulfovibrionaceae
	TG5
	0.0378
	0.0049
	0.002

	
	Firmicutes
	unclassified
	unclassified
	0.0247
	0.0004
	0.002

	
	Euryarchaeota
	Methanobacteriaceae
	Methanobrevibacter
	0.0092
	0.0000
	<0.001

	
	Firmicutes
	Erysipelotrichaceae
	unclassified
	0.0097
	0.0009
	0.002

	
	Proteobacteria
	unclassified
	unclassified
	0.0085
	0.0000
	0.003

	
	Firmicutes
	Christensenellaceae
	Christensenella
	0.0079
	0.0023
	0.041

	
	Bacteroidetes
	unclassified
	unclassified
	0.0056
	0.0000
	<0.001

	
	Firmicutes
	Thermicanaceae
	Thermicanus
	0.0045
	0.0000
	0.011

	
	Lentisphaerae
	Victivallaceae
	Victivallis
	0.0040
	0.0000
	<0.001

	
	Bacteroidetes
	unclassified
	unclassified
	0.0042
	0.0003
	0.001

	
	Bacteroidetes
	Paraprevotellaceae
	YRC22
	0.0038
	0.0000
	<0.001

	
	Lentisphaerae
	Victivallaceae
	unclassified
	0.0037
	0.0000
	<0.001

	
	Proteobacteria
	Oxalobacteraceae
	Oxalobacter
	0.0033
	0.0001
	0.004

	
	Proteobacteria
	Xanthomonadaceae
	Pseudoxanthomonas
	0.0011
	0.0000
	0.047

	
	Actinobacteria
	Coriobacteriaceae
	Enterococcus
	0.0009
	0.0000
	0.030

	
	Firmicutes
	Lachnospiraceae
	Defluviitalea
	0.0008
	0.0000
	0.003

	
	Bacteroidetes
	Rikenellaceae
	AF12
	0.0005
	0.0000
	<0.001

	
	Chlorobi
	unclassified
	unclassified
	0.0004
	0.0000
	<0.001






























Supplementary Table 3. Comparison of the gut microbiome between ulcerative colitis and Crohn’s disease

	
	Phylum
	Familiy
	Genus
	UC (%)
	CD (%)
	p Value

	Increased in CD
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	Proteobacteria
	Enterobacteriaceae
	Escherichia
	3.5529
	10.5238
	<0.001

	
	Firmicutes
	Lachnospiraceae
	[bookmark: _GoBack](Ruminococcus gnavus)
	2.2275
	3.6545
	0.022

	
	Firmicutes
	Clostridiaceae
	Clostridium
	0.5738
	1.8442
	0.007
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	Proteobacteria
	mitochondria
	Unclassified
	1.3420
	2.5845
	0.004

	
	Fusobacteria
	Fusobacteriaceae
	Cetobacterium
	0.0019
	0.8402
	0.001

	
	Firmicutes
	Peptostreptococcaceae
	Peptostreptococcus
	0.2403
	1.0026
	0.029

	
	Proteobacteria
	Unclassified
	Unclassified
	0.4818
	0.8823
	0.008

	
	Proteobacteria
	Enterobacteriaceae
	Morganella
	0.0102
	0.2707
	0.016

	
	Proteobacteria
	Unclassified
	Unclassified
	0.0647
	0.1230
	0.012

	
	Bacteroidetes
	Unclassified
	Unclassified
	0.0084
	0.0589
	0.049

	
	Proteobacteria
	Neisseriaceae
	Eikenella
	0.0134
	0.0572
	0.050

	
	Crenarchaeota
	Unclassified
	Unclassified
	0.0167
	0.0405
	0.002

	
	Proteobacteria
	Moraxellaceae
	Acinetobacter
	0.0096
	0.0300
	0.008

	
	Euryarchaeota
	Unclassified
	Unclassified
	0.0101
	0.0268
	<0.001

	
	Proteobacteria
	Unclassified
	Unclassified
	0.0102
	0.0209
	0.026

	
	Proteobacteria
	mitochondria
	Saprolegnia
	0.0005
	0.0021
	0.045

	
Increased in UC
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	Firmicutes
	Ruminococcaceae
	Faecalibacterium
	4.1890
	0.7923
	0.048

	
	Firmicutes
	Lachnospiraceae
	Blautia
	5.5431
	2.3390
	0.037

	
	Actinobacteria
	Bifidobacteriaceae
	Bifidobacterium
	3.0617
	1.2656
	0.018

	
	Firmicutes
	Lachnospiraceae
	Roseburia
	1.9584
	0.4568
	0.024

	
	Proteobacteria
	Enterobacteriaceae
	Citrobacter
	1.2209
	0.1478
	0.034

	
	Firmicutes
	Ruminococcaceae
	Gemmiger
	0.9539
	0.1307
	0.007

	
	Firmicutes
	Lachnospiraceae
	Lachnospira
	0.5379
	0.0356
	0.017

	
	Firmicutes
	Ruminococcaceae
	Butyricicoccus
	0.7003
	0.3501
	0.004

	
	Firmicutes
	Erysipelotrichaceae
	Other
	0.3613
	0.0405
	0.004

	
	Actinobacteria
	Coriobacteriaceae
	Eggerthella
	0.1546
	0.0574
	0.026

	
	Firmicutes
	Erysipelotrichaceae
	Coprobacillus
	0.0738
	0.0147
	0.029

	
	Firmicutes
	Lachnospiraceae
	Anaerostipes
	0.0513
	-1.5016
	0.002

	
	Firmicutes
	Lachnospiraceae
	Ruminococcus
	0.0269
	-1.7961
	<0.001

	
	Cyanobacteria
	Other
	Other
	0.0061
	-3.2042
	<0.001

	
	Proteobacteria
	Rhodobacteraceae
	Paracoccus
	0.0043
	-3.3967
	<0.001



