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	Sequence Quality

	case
	Sample
	Duplicate molecules % 
	Covered regions % 
	Depth in  target regions

	1
	normal
	71.75
	96.6
	400

	2
	normal
	90.09
	90.13
	164

	3
	normal
	72.26
	96.69
	423

	4
	normal
	75.81
	93.38
	339

	5
	normal
	75.28
	96.27
	361

	6
	normal
	73.38
	96.86
	376

	7
	normal
	87.32
	93.98
	181

	8
	normal
	75.33
	96.3
	387

	9
	normal
	77.23
	96.06
	316

	10
	normal
	71.23
	96.97
	377

	
	Mean±SD 
	75.3±6.17
	96.28±2.12
	368.5±84.88

	1
	cancer
	68.12
	90.8
	293

	2
	cancer
	68.9
	95.5
	312

	3
	cancer
	73.62
	96.62
	410

	4
	cancer
	75.28
	96.66
	353

	5
	cancer
	74.78
	96.66
	361

	6
	cancer
	68.48
	96.64
	332

	7
	cancer
	86.06
	94.32
	178

	8
	cancer
	68.51
	96.77
	395

	9
	cancer
	73.05
	96.4
	374

	10
	cancer
	69.8
	96.9
	357

	
	Mean±SD 
	71.42±5.19
	96.63±1.80
	355±62.57

	1
	ELA
	94.75
	85.45
	130

	2
	ELA
	96.49
	81.77
	88

	3
	ELA
	94.92
	86.36
	129

	4
	ELA
	95.82
	86.82
	99

	5
	ELA
	93.75
	90.46
	80

	6
	ELA
	95.26
	88.56
	120

	7
	ELA
	96.92
	79.03
	60

	8
	ELA
	89.24
	77.08
	187

	9
	ELA
	91.54
	86.81
	208

	10
	ELA
	89.69
	93
	244

	
	Mean±SD 
	94.83±2.6
	86.58±4.7
	124.5±56.87

	1
	blood
	68.55
	96.01
	215

	2
	blood
	64.29
	96.61
	209

	3
	blood
	63.92
	96.52
	204

	4
	blood
	65.94
	96.22
	205

	5
	blood
	66.2
	95.99
	265

	6
	blood
	68.43
	95.97
	231

	7
	blood
	67.45
	96.11
	221

	8
	blood
	57.31
	96.44
	124

	9
	blood
	62.34
	96.37
	209

	10
	blood
	59.52
	96.5
	156

	
	Mean±SD 
	65.11±3.56
	96.29±0.23
	209±36.89
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