Supplementary Table 1

Phylogenetic differences in Plaque samples between patients with asymptomatic HC and IBS-n
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HC IBS-n P HC IBS-n P HC IBS-n P HC IBS-n P HC IBS-n P HC IBS-n P



%, mean (SD) %, mean (SD) value %, mean (SD) %, mean (SD) value %, mean (SD) %, mean (SD) value %, mean (SD) %, mean (SD) value %, mean (SD) %, mean (SD) value %, mean (SD) %, mean (SD) value



Phylum Class Order Family Genus Speceies



Fusobacteria 10.3 (4.5) 13.5 (6.6) .03 Fusobacteriia 10.3(4.5) 13.5 (6.6) .03 Fusobacteriales 10.3 (4.5) 13.5 (6.6) .03 Leptotrichiaceae 4.9 (2.2) 7.9(5.2) .01 Leptotrichia 4.8 (2.2) 7.9 (5.1) < .01 Leptotrichia goodfellowii 0.1 (0.1) 0.1 (0.2) .98



Fusobacteriaceae 5.4 (3.2) 5.6(2.8) .47



Proteobacteria 32.0 (12.5) 25.0 (14.6) .01 Gamma proteobacteria 32.0(12.5) 25.0 (14.6) .01 Cardiobacteriales 0.9 (0.7) 1.0 (0.9) .97 Neisseriaceae 15.6 (9.7) 11.6(9.9) .02 Eikenella 0.5 (0.5) 0.4 (0.5) .11



Betaproteobacteriales 18.6 (10.3) 14.1 (10.4) .02 Burkholderiaceae 3.0 (2.8) 2.5(2.1) .59 Kingella 0.5 (0.6) 0.5 (0.4) .34



Pasteurellales 12.4 (5.4) 9.8 (7.3) .02 Pasteurellaceae 12.4 (5.4) 9.8(7.3) .02 Neisseria 13.8 (9.4) 10.2 (9.8) .03



Enterobacteriales 0.1 (0.3) 0.1 (0.2) .21 Aggregatibacter 2.3 (1.7) 1.7 (1.6) .07



Haemophilus 9.5 (5.1) 7.7 (6.6) .04
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