Supplementary Figure 9: Positive correlations between TREM1, SPP1, and ECM-related gene expression. Scatter plots depicting Spearman correlations between gene
expression levels in the TCGA datasets (n = 252), with correlation coefficients (R) and P values indicated. Correlations are illustrated for TREM1 with (A) COL1A2, (B) LAMA4,
and (C) FN1, and for SPP1 with (D) COL1A2, (E) LAMA4, and (F) FN1. Abbreviations: TREML, triggering receptor expressed on myeloid cells 1; SPP1, secreted phosphoprotein

1; ECM, extracellular matrix; TCGA COADREAD, The Cancer Genome Atlas colorectal adenocarcinoma; MSS, microsatellite stable; FN1, fibronectin 1.
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